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ABSTRACT

Older scientists are often seen as less open to new ideas than younger scientists. We put this assertion
to an empirical test. Using a measure of new ideas derived from the text of nearly all biomedical scientific
articles published since 1946, we compare the tendency of younger and older researchers to try out
new ideas in their work. We find that papers published in biomedicine by younger researchers are
more likely to build on new ideas. Collaboration with a more experienced researcher matters as well.
Papers with a young first author and a more experienced last author are more likely to try out newer
ideas than papers published by other team configurations. Given the crucial role that the trying out
of new ideas plays in the advancement of science, our results buttress the importance of funding scientific
work by young researchers.
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1. INTRODUCTION

One of the key ways that science advances is by the trying out of new ideas (Kuhn, 1962, 1977,
Usher , 1929). While it is widely recognized that normal, non-transformative, science involves
the incremental exploration of well-worn ideas, it is also the case that novel ideas — in order to
become transformative — require careful and incremental elaboration by scientists. Novel ideas,
by their very nature, are poorly understood initially, and thus require much experimentation
before the scientific community understands whether and where the new idea is likely to be
useful at all. A scientific field is transformed by the trying out of a fruitful, novel idea.
Conversely, a new idea in a field that is left alone by that scientific discipline, no matter how

brilliant, is almost by definition non-transformative.

Transformative science thus requires considerable tolerance toward the testing of new
ideas. This tolerance must extend beyond the scientist who came up with the new idea to other
scientists in the field who are willing to lend their time and expertise to trying out the idea. The
key is not necessarily how many geniuses there are who come up with new ideas, but rather how
many scientists there are who are willing to adopt or try out other people's new ideas. A field

advances when there is a critical mass of people who try out a new idea and find it fruitful.

Despite the benefits, there are costs imposed on scientists who try out new ideas. Most
novel ideas, no matter how promising at inception, turn out to be less fruitful than hoped.
Explaining the potential importance of a new idea is often also difficult, which makes it more
difficult to garner grant funding. Indeed, some resistance to new ideas arises because at its
infancy a new idea often fits the data more poorly than well-established ideas. Only gradually, if

early adopters have found success, do other researchers adopt.

Uncovering the conditions that best encourage the trying out of new ideas is therefore
crucial for informed science policy. In this paper, we examine whether scientists who are early in
their career are more or less likely to try out new ideas than those who are later in their career.
Because teamwork is such an important part of the production of scientific work, as a secondary
aim, we examine how the career-stage composition of research teams affects the probability of
working on new ideas. We focus our analysis on biomedicine because it is an important area of
science and because of the availability of a large database of virtually all journal publications

going back to the mid-1940s.



A priori, there are reasons to think that early-stage scientists would be more inclined to
try out new ideas (Samuelson, 1946; Holton, 1988). Charles Darwin and Max Planck thought
that older scientists in their fields were especially unreceptive to their groundbreaking ideas
(Darwin, 1859; Planck, 1936). In an early explanation, it was posited that the minds of older
scholars are not as flexible as are the minds of young scholars (Darwin, 1859; Rappa and
Debackere, 1993).! Scientists closer to graduate school and post-doctoral training are also more
likely to be exposed to recent advances, and older scientists may simply have weaker incentives
to learn new ideas (Diamond, 1980). Older scientists have also vested interests — intellectual,
social, and financial — that may render them less receptive to new ideas (Cohen, 1985). More
senior scientists often also have additional demands on their time in the form of committee work,
review requests, advising, and other activities, which may limit their willingness to pursue time-
intensive work that builds on recent, yet poorly understood, advances. Finally, young scientists
may adopt new ideas more often merely because they do not know how unlikely new ideas are to
result in success — James Watson went as far as to suggest that knowing too much “kills” you as

a scientist (Rappa and Debackere, 1993).

However, a priori, there are also reasons why later-career scientists might be more likely
to try out new ideas. For instance, if a scientist is tenured, then the career harm from a failed
project (which is more likely when trying out a new idea is lower (Edge and Mulkay, 1876).
Later-career scientists may also want to avoid a stagnating part of the literature, and may try out

new ideas to avoid this problem.

Whether, in fact, early-stage scientists are actually more likely to try out novel ideas is an

empirical question on which there is evidence from case studies limited to specific events.” By

! Some of the more recent work too has proposed that either age itself or the experience that comes with age has
direct cognitive impacts on creative capabilities (e.g. Butterfield, 1957; Galenson and Weinberg, 2000; Dietrich and
Srinivasan, 2007).

2 The little empirical evidence that exists is mixed. A study on evolution shows a statistically significant negative
correlation between age and acceptance of the theory, supporting Darwin’s contention that younger scientists were
more likely to accept his ideas (Hull et al, 1978). A later re-analysis of the same data finds the link to be small and
statistically insignificant (Levin et al., 1995). In three studies on the adoption of new ideas in geology, one study
finds support for the idea that older people are slower to adopt a new idea (plate tectonics) in their work (Nitecki et
al, 1978), another study on the same idea finds that older scientists were actually quicker in adopting the idea in their
work (Messeri, 1988), and a third study finds no link between age and the acceptance of a new idea (continental
drift) (Stewart, 1986). A comparison of the age distribution of scientists who adopted a new idea (neural networks)
in their work against the age distribution of all scientists finds an overrepresentation of young scientists in the
former group (Rappa and Debackere, 1993). An examination of the adoption of a new idea (cliometrics) in



contrast, there is an extensive and systematic empirical literature focused on how age is linked to
research productivity as measured by the number of publications, journal rank, citations, grants,
or prizes. For instance, a recent review of the literature (Jones et al., 2014) mentions 26 studies
on the age—scientific productivity link and just three studies on the age—idea adoption link (one
study, Weinberg (2006), belongs to neither group). This disparity is unfortunate because, given
the raw nature of initial insights and ideas in science, knowing the conditions under which
researchers produce great insights is of little practical relevance unless one also knows the
conditions that lead other researchers to further develop the great ideas when the ideas are still in

their infancy.

2. METHODS

Our strategy is to analyze all published articles in the biomedical literature. For each publication,
we first determine the age of the ideas that the article built upon and the career stage of each
author. We then compare the ages of idea inputs across publications to measure how the career
stage of the author(s) influences the tendency to build on new ideas. Our primary data source is
the MEDLINE database, an indexed database on over 20 million journal articles that covers

nearly every biomedical article published since 1946.

We determine the ideas upon which a publication is built from the available text of the
publication (title and abstract). By design, this text reveals the ideas that are central to the
publication. While some of these ideas are brand new, most are ideas that the research that led to
the publication built upon and recombined in a new way. To extract the idea inputs and their
vintage, for each publication we construct a list of all words and 2- and 3-word sequences (for
example, cimetidine and nitric oxide synthase) that appear in the text. We also index the year that
each idea first appears in the MEDLINE database, in order to calculate the ages of the idea inputs

in each paper. 34

economic history finds that the link between age and adoption of the new idea to be negative but very weak
(Diamond, 1980). Finally, an analysis of 28 high-profile scientific controversies from 1500s to 1900s finds a
negative link between scientist age and the acceptance of new theories (Sulloway, 2014).

? Just because a new idea is found first in a paper in our database does not necessarily mean that the idea originated
with the author(s) of the paper. It is possible that the idea originated outside biomedicine, for instance, and is not
indexed in the MEDLINE data. At best we can infer that the authors are trying out that idea, which of course is the



Our list of the popular idea inputs — identified by this approach — is dominated by ideas
that are easily recognized as having been important building blocks for biomedical research in
recent decades (Web Appendix, Table S1). The list includes new methodologies (e.g. polymerase
chain reaction), new pathologies (e.g. HIV), new molecules (e.g. caspase-3), new interpretations
about causes for pathology (e.g. h. pylori), new biological pathways (e.g. small interfering
RNAS), and advances in physical chemistry applied to biology (e.g. b3lyp), among many other

categories of new ideas.

We address the possibility that the differential use of synonyms or buzzwords by young
scientists might drive the results in two ways. First, we manually investigate the list of popular
ideas inputs in each year and remove synonyms for old ideas. We conduct a sensitivity analysis
with this edited list to test whether our main results change as a consequence. Second, if
differential use of buzzwords are driving our results, we would expect groups of early-career
scientists working alone — in the absence of more experienced scientists — to be the most likely to

use newer words. We explicitly test whether this is the case.

Based on the age of the newest idea input of each paper, we construct an indicator
variable that captures whether a paper builds on relatively recent ideas. Our main outcome is an
indicator variable that captures which publications are among the top 20% based on how recent
is the newest idea input in each paper. In additional analyses, we confirm that the results are
robust to choosing a different cutoff percentile or a more restrictive comparison set than papers

published in the same year.

For our primary results, we construct the idea input age measure for each paper based on
mentions of the 100 ideas of each idea “cohort” that were mentioned the most often in
publications by the end of the sample period (the cohort of an idea is the year that the idea first
appears in the data). The focus on the top 100 ideas in each idea cohort centers attention on the

early adoption of new ideas that are the best (on average). Arguably, it is most valuable to

focus of our paper. As a robustness check, we perform the analyses also when idea mentions are ignored for the first
year that the idea appears in the database.

* The same approach has been applied to patents to uncover idea inputs in technological innovation (Packalen and
Bhattacharya, 2012). Citations are an alternative approach to measure idea inputs (e.g. Jones et al, 2014) but are ill-
suited for the present application. A citation to a recent publication does not necessarily indicate that a new idea is
being tried out; it may reflect mere similarity of research goals rather than the trying out of an idea in the cited
publication. Younger and older researchers have also different incentives to cite recent work, making comparisons
of citation ages across authors at different career stages uninformative (Gingras et al, 2008).



ascertain which author characteristics promote the trying out of the best new ideas. But we also
conduct sensitivity analyses based on mentions of the top 1,000 and the top 10,000 ideas in each
idea cohort, thus revealing also to what extent the results extend to the trying out of new ideas in

general.

We define the career stage of each researcher as the number of years that has passed since
the author’s first publication in MEDLINE. While we do not determine the physical age of a
researcher, we can accurately determine the career-stage of each author for articles published
1980-2008. Others have suggested that career age is a more important driver of research

productivity than physical age (Simonton, 1997).

To avoid the problem of two or more authors with the same name, we use a validated
“Author-ity” MEDLINE author disambiguation database designed exactly for this purpose
(Torvik and Smalheiser, 2009; Torvik et al., 2005). As a robustness check, we confirm the results
using a simpler disambiguation approach that limits the analysis to authors with an unusual last
name and initials combination (see Web Appendix). The disambiguation data cover articles in
MEDLINE through 2008. Because comprehensive MEDLINE coverage begins in 1946, career
stage is much less accurately determined for articles published before 1980. We thus limit the
analyses to articles published in years 1980-2008. The vintage of each idea input is, however,

determined based on the text of all publications in MEDLINE.

Further details on the data and methods are provided in the Web Appendix.

3. RESULTS

We start the presentation of our results by showing for all papers — both team and solo authored
papers — how the probability of referencing the most recently introduced ideas varies by the
career age of the authors. Later in this section, we explicitly consider how teamwork and team
composition affects the probability of trying out new ideas. Figure 1 plots the relationship

between author career age and the share of papers that built on new ideas.
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Figure 1. Relationship between career age and the trying out of new ideas in all research articles
(team and solo authored). Panels capture first author-article pairs (A; N=6,421,082); all author-
article pairs (B; N=28,808,579), and key author-article pairs (B; N=12,205,850). In each panel,
the vertical axis depicts the share of publications that are among the top 20% based on how
recent is the newest idea input in each paper. The horizontal axis depicts the career age of an
author. Capped lines indicate 95% confidence intervals.

The most striking finding in Figure 1 is that the probability of trying out a new idea is at
its maximum only a small number of years after an author’s first published paper. After that, the
probability of trying out new ideas declines steadily. In the main panel, only the first author-
article pairs are considered. The right panels of Figure 1 extend the analysis to all author-article
pairs and to key author (first or last author)-article pairs. Across all three approaches we find the
same main result: the probability of trying out new ideas declines with career age after the early
stage of a career. We should note that the figure does not imply that only younger scientists try
out novel ideas; according to the figure even late career scientists have a substantial, though

significantly lesser, probability of trying out such ideas.

Regression analyses demonstrate that the results we show in Figure 1 are qualitatively

and quantitatively robust to a wide variety of assumptions about the construction of the data,



author disambiguation, years of analysis, the set of idea inputs that are considered, the way the
novelty of idea inputs is calculated, and construction of comparison groups (Web Appendix,
Tables S2-S6). For instance, we find that our results are confirmed even when we condition on
research area or on journal (Table S6). That is, in comparing two papers published in the same
research field in the same year, one published by an earlier career first author is substantially
more likely to try out newer ideas. Similarly, in comparing two papers published in the same
journal in the same year, the paper by an earlier career first author is more likely to try out newer
ideas. Our analyses also address the possibility that younger researchers ‘jumping on a promising
wagon’ drive the results. First, we calculate the age of idea inputs based on mentions of those
new ideas that later become the most popular idea inputs. Thus, our analysis centers on ideas that
have stood the test of time rather than ideas that were quickly forgotten. Second, we conducted
additional analyses in which for each new concept we only consider the 50 first mentions of that

idea and ignore all later mentions (Table S5). Thus, bandwagon effects do not drive our results.

Some evidence suggests that the first author of biomedical papers plays a key role in
generating the ideas and doing the bulk of the work, the last author also often contributes in those
ways as well (Shapiro et al., 1994; Baerlocher et al., 2007; Bhandari et al, 2004; Zbar and Frank,
2011). For our purposes here, we need take no position about which author contributed most: our
findings across the panels in Figure 1 suggests that more experienced researchers tend to be

engaged in projects that are less likely try out newer ideas.

For single-authored papers too, the probability of trying the most novel ideas declines
with career age over the bulk of a career (Web Appendix, Figure S1). However, solo authored
papers, as a whole, are less likely to try out novel ideas than multi-authored papers. Furthermore,
the probability of trying out novel ideas increases during the first ten to fifteen career years. One
interpretation of this finding is that early career scientists need mentorship and support from

others when they try out new ideas. We return to this issue below.

The decline in trying out new ideas with career age of the first authors holds for
coauthored papers as well (Web Appendix, Figure S2). One possible explanation for this pattern
may be that earlier career authors seek out more collaboration, resulting in papers with more
novel ideas. We test this explanation by comparing early and late career first authors in papers

with the same number of coauthors (Web Appendix, panel B of Figure S2). We find that this



decline in tolerance for novelty with career age persists when comparisons are only performed

across papers with the same number of authors.

Of course, the age of the first author is not the only factor contributing to a propensity to
try out new ideas, but other factors, such as team size and the career stage of collaborators may

matter as well. We turn to these issues next.

In Figure 2, we address the relationship between the number of authors on a paper and
the likelihood of trying out the newest ideas. A priori, two distinct stories are possible. In one,
each additional author may bring an additional chance for the project to consider a novel idea.
Alternatively, group pressures may limit the willingness or incentives of individual scientists to
advocate for new approaches (Olson, 1965; Donald et al., 1958). It is an empirical matter to

check which story holds up best in the data.

Team Size and the Trying Out of New Ideas
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Figure 2. Relationship between the number of authors and the trying out of new ideas
(N=3,805,907). The vertical axis depicts the share of publications that are among the top 20%
based on how recent is the newest idea input in each paper. The horizontal axis depicts the
number of authors. Capped lines indicate 95% confidence intervals.



Strikingly, each additional author increases the probability of referencing the newest
ideas (Figure 2). Even adding a 9th or 10th author to a paper does not reduce this probability.
These results are robust to adjusting for the ages of the key authors (Web Appendix, Figure S3).
It is possible to make too much of these findings — perhaps a project is more likely to attract
middle authors if it successfully tries out the newest ideas. Nevertheless, it is clear that

collaboration is not inherently destructive to the adoption of the newest ideas.

In addition to the number of coauthors, the characteristics of the coauthors may matter as
well. We are particularly interested in interactions that take place between the first author and
last author of an article — stereotypically the authors who contribute most to the ideas in a
biomedical research paper (Shapiro et al., 1994; Baerlocher et al., 2007; Bhandari et al, 2004;
Zbar and Frank, 2011). Perhaps, to try out new ideas in a paper, there needs to be both a young
scientist who is attuned to the novel ideas in the air, and a more experienced scientist who
provides wisdom about whether the novel ideas are worth trying out. Alternatively, the presence

of a late-career scientist on a project may discourage the use of the newest ideas.

In Figure 3 we present an analysis of how differing combinations of first author and last
author experience contribute to trying out new ideas in a paper. The axes plot the career ages of
the first and last author. We color each square of the grid according to the probability that the

particular combination of author ages have of trying out new ideas (red is more likely, blue less).
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Figure 3. Relationship between career ages and the trying out of new ideas among team authored
publications (N=5,785,239). The vertical axis depicts the career age of the last author. The
horizontal axis depicts the career age of the first author. Colors capture the share of publications
that are among the top 20% based on how recent is the newest idea input in each paper. To
calculate the top 20% status, each paper is compared to other papers that were published in the
same year and have the same number of authors.

To us, the most striking finding in Figure 3 is that the career age of the first author plays
the most important role in determining the tolerance for novelty. If the first author is in the first
decade of his or her career, the chance of a paper trying out newer ideas is greatest nearly
regardless of the career age of the last author (nearly all the dark and light red cells in Figure 3
are on the left side of the graph). Conversely, having a seasoned scientist as the last author does
not prevent a high probability of trying out new ideas as long, as the first author is an early career

scientist.

There are three important exceptions to the generalization that younger first authors are
more likely to tolerate novelty. First, papers published by scientists who are at the very
beginning of their career (left-most vertical line in the grid in Figure 3) are not as likely as other

early career scientists to incorporate novelty — even if they are working with more senior

10



scientists. This finding persists if we exclude authors with just one publication (Web Appendix,
Figure S4).

Second, a team consisting of a young first author and a young last author (the bottom left
of the grid in Figure 3) is less likely to try out novel ideas. For this team configuration, holding
fixed the experience of the first author, papers are more likely to try out the newest ideas as the

last author becomes more experienced.

Finally, if a young first author is paired with a very experienced senior author (the top left
of the grid in Figure 3), the papers produced appear to be less likely to try out novel ideas than

papers produced by a team with a mid-career senior author and a young lead author.

Regression analyses confirm that these patterns are robust to a variety of ways of
constructing the sample, comparison groups, and unobserved control variables (Web Appendix,
Table S7). These results show that mid-career authors working together with younger authors is
a setting in which the trying out of new ideas is most likely. Further regression analyses consider
the career ages of the first, last, and also the second author; team combinations that are the most
likely to try out new ideas again have a young first author and an experienced last author,

confirming the first and last authors as the key authors (Web Appendix, Table S8).

One additional implication of Figure 3 is that the novel terms used by young authors are
not simply an idiosyncratic novelty due to relabeling of old ideas with new words. First, even
when paired with older authors — who presumably know the standard terms when they exist —
younger authors are more likely to try out the newest ideas. Second, when young first authors are
paired with young last authors, they are less likely to try out new terms. Third, when we
reanalyze our results using a list of popular novel ideas that have been manually edited to
explicitly remove synonyms for old ideas, we find essentially the same pattern of results that we
report in the figures above (Web Appendix, Table S4). Finally, the list of popular new ideas
contains ideas that most knowledgeable experts would recognize as novel for their time rather
than a repackaging of old ideas. We include the complete list of ideas in the Web Appendix
(Table S1) so the reader can make an independent judgment. It is thus unlikely that the
appearance of the new terms reflects simply a preference for novel synonyms or buzzwords

rather than the trying out of new ideas.
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4. CONCLUSION

It is an important goal of wise science policy to identify factors that are conducive to the trying
out of new ideas, and to move policy levers that promote innovative experimentation. Ideas when
they are first born are necessarily raw and in need of revision and attention by many others
(Kuhn, 1962, 1977; Usher , 1929). Scientific progress thus depends on scientists being willing to

try out new ideas.

Our primary finding is that papers published by scientists earlier in their career are (on
average) more likely to try out newer ideas than papers published by more seasoned scientists.
So perhaps Charles Darwin and Max Planck were right: younger scientists are more tolerant of
novelty in their work. However, we do not believe that our results imply that, as Planck once
wrote, that science advances one obituary at a time. Instead, we find an important role played by

later-career scientists.

Our results reinforce the importance of mentorship and teamwork in the adoption and
trying out of new ideas in biomedical science. Papers published by teams of younger scientists
(as first authors) and mid-career and older scientists (as last author), are more likely to reference
newer ideas than papers published alone by young scientists. The stereotypical model of a
successful scientific team envisions a brash, young scientist — brimming with untested insights —
paired together with the wiser, older scientist with the judgment to help guide and encourage the
young scientist. Our findings suggest that this model team is indeed fruitful for scientific

progress, at least in terms of trying out and playing around with new ideas.

Our findings have some important implications for science policy. For instance, the
National Institutes of Health (NIH) in the United States explicitly gives early career scientists an
advantage in their application for grant funding. Early career applicants are not required to meet
the same standards regarding past productivity in their evaluation by NIH scientific review
panels. This policy is usually justified as an investment in the future — the NIH should be more
willing to fund early career scientists who are less productive to date than older scientists as a
way to help young scientists develop and mature. In this reasoning, there is a trade-off between
funding highly productive grant applications now and less productive grant applications that will
result in a better-trained scientific workforce in the future. Our findings suggest that a preference

for early career scientists might have an additional benefit in terms of scientific productivity, at

12



least in terms of funding those scientists who are most likely to seek out novel ideas for their

work.

Finally, our findings suggest a re-evaluation of the traditional case made for universities
providing guaranteed tenure to research scientists. Typically, the argument made for tenure is
that it frees scientists from the risks associated with failure from exploring a new or controversial
insight. Since after tenure, scientist’s job security is not tied to the success or failure of their
research program, the argument goes, they should be more willing to try out risky ideas in their
work. We find no support for this traditional argument in the data. To the extent that senior
scientists (on average) are more willing to work with new ideas, it is only in collaboration with
younger, often untenured, scientists. Of course, there may still be a case to be made for tenure
that is based on the productive role played by senior scientists in encouraging novel scientific
exploration by their junior colleagues, as well as other arguments such as the freedom to teach
without fear of censorship. A full evaluation of the costs and benefits of tenure is needed before

it is time to rethink tenure altogether.
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Web Appendix: Methods and Materials

Al Data Sources

Our main data source is the MEDLINE database. These data can be downloaded by anyone (http://www.
nlm.nih.gov/bsd/licensee/medpmmenu.html); the required license agreement is free. MEDLINE is U.S.
National Library of Medicine’s indexed database on over 20 million published biomedical journal arti-
cles. MEDLINE mainly covers nearly all biomedical research articles published 1946-present but also
some older papers are included. The database lists the title, authors, and journal of each article and also
the abstract for articles published since 1975. We use the data available for download in November 2012,
which cover years 1946-2011.

Our secondary data source is the “Author-ity” MEDLINE author disambiguation database (1, 2). This
data source allows us to resolve the identity of scientists with the same name, even in years before unique
author ids were assigned. The 2006 version can be downloaded for non-profit academic use by anyone
(http://arrowsmith.psych.uic.edu/arrowsmith_uic/author2.html); the required license agreement is free.
We used the 2008 version of the database. The main results can be closely replicated also without access
to the Author-ity database by relying on an alternative MEDLINE author disambiguation approach. Both
MEDLINE author disambiguations are described below in Section A.4.

In defining research areas further below, we refer to the Medical Subject Headings (“MESH”) con-

trolled vocabulary. The vocabulary can be browsed and downloaded at https://www.nlm.nih .gov/mesh/.

A2 Indexing Idea Inputs

As discussed in the main text, we capture idea inputs from the text of the research articles. For each
article, we index all words and all 2- and 3-word sequences that appear in the available text (title and

abstract). Before this indexing, we do the following preparations:

1. We render all alphabetic characters lower-case characters.

[T 2
S

2. We eliminate the possessive case by eliminating the character sequence and by replacing the

”

character sequence “s’ ” with “s .
3. We eliminate non-alphabetic and non-numeric characters.

4. We eliminate the 313 common words that appear in the list of common words available at http://mbr.
nlm.nih.gov/Download/2009/WordCounts/wrd_stop; this stop word list is provided by the National
Library of Medicine, which also provides the MEDLINE data. Eliminating these very common

words mainly limits the storage requirements for the rest of the indexing analyses.



5. We eliminate words that are fewer than 3 characters long.
6. We eliminate words that are gene sequences.

7. We eliminate words that include any of the following character sequences: “web”, “www”, “http”,

“pubmed”, “medline”.
8. We eliminate all words that have two or more consecutive numbers.

Words on opposite sides of an eliminated word are not indexed in the list of word sequences that
appear. Similarly, words that are separated by a comma, a period, a colon, or a semi-colon, and a
subsequent empty space, are not indexed in the list of word sequences.

We index all words that are 3-29 characters long, all 2-word sequences that are 7-59 characters long,
and all 3-word sequences that are 11-89 characters long. We refer to these words and word sequences as
concepts.

The analysis reveals the year of the first appearance of each concept, which we refer to as the con-
cept’s cohort. The analysis also reveals which publications mention each concept as well as in how
many publications each concept appears. We use the cohort years and concept mentions to determine
the vintage of idea inputs in each publication (see the main text or further below). We focus the main
analysis on mentions of the top 100 concepts in each cohort, with concept rank determined based on the
number of MEDLINE publications in which the concept appears. This allows is to examine which author
characteristics promote the trying out of the ideas that are the best (on average). In sensitivity analyses,
we extend the analysis to the top 1,000 and the top 10,000 concepts in each cohort.

We now show the reader the list all the top 100 concepts in concept cohorts 1960 through 2008.
These are the cohorts based on which we calculate the age of the newest idea input for each paper.
In line with the goals of our paper, the order of concepts in this list reflects the number of times each
concept’s appearance renders a paper a top 20% paper in terms of the age of its idea inputs. To order the
concepts in this way in the list, we first determine for each concept the set of papers in which concept is
the newest top 100 concept that appears in the paper, and then count how many of the papers in that set
have the top 20% status in terms of the age of the newest idea input (the comparison group for a given
paper is all other papers published in the same year). When two or more concepts share the distinction of
being the newest top 100 concept in a paper, we only count the appearance of the longest such concept.

29 ¢

For instance, when a paper mentions concepts “polymerase chain”, “pcr amplification” and “polymerase
chain reaction” from the 1986 cohort, for the purposes of ordering the concepts in the list we only count
the appearance of the concept “polymerase chain reaction”.

Table S1: List of idea inputs identified by our approach. Please click here for an embedded list of

the top 100 concepts in cohorts for years 1960-2008 (the list is also available separately online because



submission system may not process embedded files correctly; the link is an internal link which opens an
embedded PDF file and does not access the internet; the link works inside Adobe Acrobat — it may not
open inside a browser).

In the embedded list, columns 1-3 list:

1. Concept name.
2. Cohort of the concept (the year of first appearance of the concept in the MEDLINE data).

3. Number of times the concept is the newest concept in a paper that has the top 20% status based on

the age of the newest idea input in the paper.

As the reader can readily verify by looking at this list — especially a reader with some familiarity with
biomedicine — the concepts revealed by this indexing effort mostly represent ideas that are known to have
been important new idea inputs in biomedicine in recent decades.

While overall our approach is very successful, some of the concepts in the list do not reflect idea
inputs. We have manually examined the list to find such concepts as well as concepts which reflect
idea inputs but are assigned to a cohort that is obviously wrong (the latter happens most often when an
acronym gets a new meaning — examples include “pcr” and “hiv”). In the embedded list we have marked
such suspect concepts with the label “exclude in sensitivity analysis” in column 4. The suspect concepts
are mostly common words and word sequences (an example is the concept “results demonstrated” in
cohort 1966), and account for 11% of all the concepts in the list. Moreover, because most of the suspect
concepts are in the 1960s and 1970s cohorts, the suspect concepts are rarely the newest concept in a
paper. Consequently, the suspect concepts account for less than 2% of the times that a concept in this
list renders a paper the top 20% status based on the age of the newest idea input (this less than 2% figure
is calculated based on the numbers in column 3 of the embedded list). It is thus unsurprising that when
we conduct a sensitivity analysis in which we ignore mentions concepts that are marked with the label
“exclude in sensitivity analysis” in the embedded list, the results are very similar to the results that we
obtain when all concepts in the embedded list are considered (the results from this sensitivity analysis
are reported further below in column 6 of Table S4).

In the concept list there are some instances where both plural and singular forms of a word are
found on the list (for example, “retrovirus” and “retroviruses” in cohort 1976). Our view is that these
usages reflect distinct though related ideas, and we treat them as such in our analysis. In this instance, the
move from considering one virus to considering multiple viruses involves a broader research perspective.
Moreover, the singular and plural forms appear typically in the same or adjacent cohorts. A sensitivity
analysis that involved removing plural forms would thus produce very similar results as the ones we

report.



Finally, in the list there are many instances when subsets of a phrase will appear on our list along
with the entire phrase itself. For instance, “polymerase chain” and “polymerase chain reaction” appear in
cohort 1986. Because such concept pairs typically have the same cohort year, removing all these subsets

from our lists would also change our results very little.

A3 Sample Construction

While we determine (1) the cohort of a concept based on the year of its first appearance in any publication
in the data, and (2) the rank of each concept within its cohort based on the number of times the concept
appears in all the publications in the data, we limit the rest of the analysis to publications for which
the available information on the title and abstract contains at least 30 words in total. For the excluded
publications the data likely have too little information on their idea inputs.

We also restrict the analysis to regular journal articles, thereby excluding comments, editorials, case
reports, etc. We achieve this we exclude articles that are not indexed with the MESH “Publication Type”
term “Journal Article” and further restrict the sample by excluding articles that are indexed with any of
the MESH “‘Publication Type” terms “Review”, “English Abstract”, “Case Reports”,“Historical Article”
or “Comment”, “Portrait” or have a MESH “Publication Type” term with any of the character sequences
“biography”, “Biography”, “guideline”, “Guideline”, “News”, or “Conference” in them (capturing multi-
ple additional publication types that are not regular research articles). The rationale to limiting to regular
journal articles is that older researchers can be expected to publish editorials and comments in addition
to regular research articles, and including such articles in the analysis might bias the findings against

older scholars.

A4 Author Disambiguation

The quality of an author disambiguation can be measured by the extent of splitting and lumping. Splitting
refers to the extent to which articles written by the same real author are incorrectly assigned to different
author clusters. Lumping refers to the extent to which articles written by different real world authors are
incorrectly assigned to the same author cluster. Overall, the quality of the Author-ity MEDLINE author
disambiguation has been found high on both dimensions: only 2% of articles are affected by splitting
and less than 0.5% of clusters are affected by lumping (2).

In spite of its high quality, the Author-ity disambiguation has a potential drawback in terms of our
research goals, one that stems mainly from its use of information on research topics as one of the many
factors that determine whether two articles are by the same author. Specifically, in the Author-ity dis-
ambiguation, the MESH terms that are indexed to a given MEDLINE article are compared to the MESH
terms indexed to another MEDLINE article to help determine whether the two articles are by the same

4



author. Two articles with very different MESH terms are deemed less likely to be by the same author than
two articles with similar MESH terms. Even though we do not measure novelty from MESH headings
but instead measure novelty from the text of an article’s title and abstract, this aspect of the Author-ity
disambiguation introduces the possibility that when an experienced researcher publishes a paper that
builds on a new idea, the article is less likely to be deemed to belong to the same experienced author
compared to an article by the same author that does not build on a new idea. This occurs if MESH head-
ings are systematically different for papers that build on new ideas than MESH headings for papers that
build on well-established ideas. To the extent that this does occur, one would find a spurious relationship
between researcher career age and novelty of idea inputs (as novel papers by experienced researchers are
erroneously assigned to fictitious early-career researchers).

We address this potential drawback in two ways. First, we conduct analyses in which we control for
MESH headings by constructing comparison groups for papers based on the MESH terms indexed to the
papers (Table S6 below). Second, and more importantly, we construct an alternative MEDLINE author
disambiguation that does not use any other information than researcher name to disambiguate authors in
MEDLINE. For any systematic bias to remain, one would have to believe that changes in real names of
researchers are correlated with changes in research topics (say, researchers who change their last name
upon marriage are more to change their research topics than are other experienced researchers) and that
such a factor is quantitatively important (given the large size of our estimated effects).

To construct the alternative disambiguation, we first determine the last name, first name, middle ini-
tials and suffix combination for each author-article pair. We then exclude all last name-initials-suffix
combinations which are matched to more than one full first name (author’s full first name is included
mostly only for papers published 2002 or later). We also exclude last name-initials-suffix combinations
that are matched to more than 50 papers in any single year. The results for the alternative author dis-
ambiguation are reported in Tables S3 and S7; the two disambiguation approaches yield qualitively and

quantitatively very similar results.

A.5 Construction of Outcome Measures

In this section, we provide a more detailed discussion of the construction of variables measuring the age
of idea inputs. Please recall that our main goal is to generate a measure of the age of the ideas referenced
in each paper based upon the text available to us in the MEDLINE database. Recall also, that we define
a concept as a sequence of one-, two-, or three- words occurring next to each other in a MEDLINE entry
for a particular article. In what follows, we will index each publication in MEDLINE with two numbers

— ¢ references a unique publication identifier for each paper published in year ¢.



AS1 Determining the cohort and age of each concept

Consider a concept k referenced in paper (7, t). While it is possible that concept k was first introduced in
paper (i, 1), it is more likely that the same concept (word or word combination) can be found in papers
published earlier. For each concept, we calculate cohort(k) as the calendar year the concept was first
mentioned in all the publications in the MEDLINE database. For the earliest years, this function will be
a noisy measure of novelty. Even common words and word sequences, such as “different pattern” and
“contextual”, have a first occurrence in MEDLINE. However, given the large number of publications in
each year, the error from common words will decline over time. Because of this feature of the way we
define the age of ideas, we report information starting in the decades after a “burn-in” period, after which
most of the common words have already had their first appearance. In particular, in our main regression
analysis, we use concepts from the cohort 1960 onward to index the idea inputs of each paper, even
though the comprehensive MEDLINE coverage of biomedical publications starts in 1946.

For any concept k, we define the concept’s age at year ¢, denoted age;(k), as the number of years as

of year t since concept k was introduced into the biomedical literature. Thus, age,(k) = t — cohort(k).

A5.2 Determining top concepts in each cohort

Our next step is to identify the list of top concepts newly introduced into the biomedical literature in each
year. That is, for each year ¢ we must rank concepts & for which cohort(k) = ¢.

To do this, for each concept k& with a given cohort(k) we calculate the total number of MEDLINE
publications in which the concept k is referenced from the year cohort(k) through to the end of the
sample (year 2011). Thus, we define whether a concept is a top concept based on how many publications
the concept appears in. By focusing on a list of top new concepts, we focus the analysis on the best
new concepts (see the main text) and also eliminate problems introduced by papers with typographic
errors, non-standard locutions, and other such novel textual material which do not actually constitute
novel ideas. To test the sensitivity of our results to the length of the list of concepts we track, we estimate
the regression models separately using the lists of top 100 concepts, top 1,000, and top 10,000 concepts
in each concept cohort. The main results that we present in the paper focus on the list of the top 100

concepts in each concept cohort.

AS53 Determining whether paper tries out a new idea

Finally, we categorize each paper in the MEDLINE data by creating an indicator variable for whether it
among the papers published in that year that reference the newest ideas. To make this definition clear,
let M, , be the set of top 100 concepts referenced in paper (7, t) so that k € M, , if and only if concept k&

appears in publication (i, ¢) and concept & is found on a top 100 list of concepts (defined above).



With the appearances of top 100 concepts indexed for each paper, and represented by the set M, 4,
let minM,; = min(age(M,;)) be the minimum over the ages of the top 100 concepts that appear in the
article (i,t). We refer to minM,, as the age of the idea inputs that are referenced in paper (i, 1); it is a
basic building block for our analysis.

Next, let My = {minM, ;, minMs,, ...} be a list of concept ages of all the articles published in year
t. Let #{M,} be the number of elements in M; (which equals the number of papers published in year t)
and let #{ M;| A} the number of elements of M, for which some condition A is true.

Finally, let F3(z) = P(minM,; < z) = #{M;|M; < z}/#{M,} be the cumulative density function
of M, , over the set of articles published in year ¢.

We define 220, to be the 20th percentile of the M distribution. Thus, F}(220,) = 0.2. Papers with
minM;; < 220, thus, by definition, reference a concept that place the paper among the most novel
of the papers published in that year. We define an indicator variable, d20;,, which equals one if the
paper is in the top 20th percentile that year by the recency of the ideas it references (that is, it satisfies
minM,;, < 220,) and equals zero otherwise. In a sensitivity analysis, we define similar measure, d05; ,

for the 5th percentile of papers.

A.6 Analyses

We perform two sets of analyses: non-parametric analyses (reported in the main text) and parametric
regression analyses (reported below). To test the sensitivity of our results to the assumptions we have
made in constructing the data, we need a statistical method that provides an easy way to compare the
results as we vary our assumptions. The non-parametric method is attractive because it generates visu-
ally striking graphs, but it does not permit a simple comparison across model results that pertain under
different assumptions. To this end, we conduct our sensitivity analyses by estimating flexible parametric
regression models instead, since these do permit simple comparisons of analysis results under different

sets of assumptions.

A.6.1 Non-parametric analyses (reported in the main text)

In the non-parametric analyses reported in Figures 1, S1 and S2 we calculate the mean of the outcome
variable, and the associated 95% confidence interval, separately for each career age.

In calculating the mean of the outcome variable for a given career age, the observations are weighted
so that the total weight of observations from any given year is the same as the total weight of observations
from any other year (1980 through 2008). This way, the results are not driven by observations on the
most recent years (the data contain more observations for the more recent years).

We limit the analysis to career ages 0-40 for two reasons: (1) the comprehensive coverage of the



data do not begin until 1946 and thus career ages older than 40 are not reliably determined for 1980s,
and (2) the lower number of research papers by researchers with career ages older than 40 implies that
any obtained estimates involve considerably more uncertainty. We exclude observations for which the
comparison group includes fewer than 5 observations (a small number of articles makes the variable
capturing which articles are in the top 20% newest based on age of idea inputs less informative). As
discussed in the main text, we limit the analysis to years 1980-2008. In calculating the weighted mean
for a given career age, we exclude observations on years for which there are fewer than 200 observations
(analyses with team authored papers) or fewer than 20 observations (analyses with only solo authored
papers). Throughout the analyses, non-parametric and parametric, we drop observations in comparison
groups with less than five observations (the outcome variable — typically, the top 20% status in terms of
newness of idea inputs — is calculated relative to other articles in the comparison group).

The panels in Figure 1 were created based on 6,421,082 first author-article pairs (main panel), on
28,808,579 any author-article pairs (upper right panel), and on 12,205,850 key author (first or last
author)-article pairs (lower right panel). For the analyses in the right panels, each author-article pair

is treated as a separate contribution. Figure S1 (shown below) was created based on 436,784 lone author-

Solo Authored Publications

Share of Publications Trying Out New ldeas
08
1
—e—

T
0 10 20 30 40
Career Age

Figure S1: Relationship between career age and the trying out of new ideas among solo authored pub-
lications (N=436,784). The vertical axis depicts the share of publications that are among the top 20%
newest based on the age of the newest idea input. Capped lines indicate 95% confidence intervals.
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Figure S2: Relationship between career age and the trying out of new ideas among team authored
publications. The vertical axis depicts the share of publications that are among the top 20% newest
based on the age of the newest idea input. The horizontal axis depicts the first author’s career age.
In main panel (A; N=5,983,958) the comparison group for determining the top 20% status is articles
published in the same year. In panel B (N=5,982,385) the comparison group is articles that are published
in the same year and have the same number of authors. In panel C (N=5,414,544) the comparison group
is articles that are published in the same year in the same journal and have also the same number of
authors. Capped lines indicate 95% confidence intervals.

article pairs. Papers with just one author make up only 16% and 4% of the articles published in 1980
and 2008, respectively. The panels in Figure S2 (shown below) were created based on 5,983,958 first
author-article pairs (panel A), on 5,982,385 first author-article pairs (panel B), and on 5,414,544 first
author-article pairs (panel C).

In the non-parametric analysis reported in Figures 2 and S3 we calculate the mean of the outcome
variable and the associated 95% confidence interval, separately for a given number of authors. Analyses
in Figures 2 and S3 differ in terms of the comparison group (based on which the outcome variable is
calculated). In Figure 2 the comparison group is all articles published in the same year. In panel A of
Figure S3 the comparison group is articles that were published in the same year and have the same career
age of the first author. In panel B of Figure S3 the articles in the same comparison group have (1) the

same publication year, (2) same first author’s career age, and (3) same last author’s career age.



Team Size and the Trying Out of New Ideas

(A) Controlling for Age of First Author (B) Controlling for Ages of Key Authors
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Figure S3: Relationship between the number of authors and the trying out of new ideas, controlling for
career age of first author (panel A; N=3,805,907) and career ages of key authors (panel B; N=3,613,338).
The vertical axis depicts the share of publications that are among the top 20% newest based on the age
of the newest idea input. The horizontal axis depicts the number of authors. In panel (A) the comparison
group for determining the top 20% status is articles that were published in the same year and have the
same career age of the first author. In panel B the comparison group is articles that are published in
the same year and have the same career age of the first author as well as the same career age of the last
author. Capped lines indicate 95% confidence intervals.

Figure 2 was created based on 3,805,907 articles. Panels A and B of Figure S3 were created based
on 3,805,907 and 3,613,338, articles, respectively. In creating these figure, we exclude observations on
years 1980-1995 because for years 1984-1995 the MEDLINE data only includes information the first
10 authors, whereas for 1996-1999 MEDLINE includes information on the first 24 authors and the last
author and for 1966-1983 and 2000-present MEDLINE includes information on all authors. We exclude
all articles with more than 25 authors. Again, the observations are weighted so that the total weight of
observations from any given year is the same as the total weight of observations from any other year.

In the non-parametric analysis reported in Figure 3 we calculate the mean of the outcome variable
separately for each combination of the career ages of the first author and the last author. Again, the
observations are weighted so that the total weight of observations from any given year is the same as

the total weight of observations from any other year (1980 through 2008). Figure 3 was created based
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on 5,785,239 articles. In creating this figure, we first calculate the weighted mean for each cell (the
weighting is as discussed above), and then report a smoothed version of the mean for each cell, where
the smoothed mean is constructed by giving the original observation in the cell the weight 1, observations
in the cell below, above, on the left, and on the right the weight 0.5, and observations 2 cells below, above,
on the left, and on the right the weight 0.25, and observations that touch the corners of the cell the weight
0.25.

Figure S4 repeats the analysis of Figure 3 with one change: here we exclude observations on articles
in which either the first or the last author published only one paper during the sample period. Figure S4
was created based on 4,806,902 articles. The result shows that even when we exclude authors with just
one publication, papers published by scientists who are at the very beginning of their career (left-most
vertical line in the grid in Figures 3 and S4) are not as likely as other early career scientists to build on

new ideas (a finding mentioned in the main text).

Team Authored Publications
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Figure S4: Relationship between career ages and the trying out of new ideas among team authored
publications (N=4,806,902). Analysis is the same as in Figure 3 in the main text except here authors
with just one publication in the sample are excluded. The vertical axis depicts the career age of the
last author. The horizontal axis depicts the career age of the first author. Colors capture the share of
publications that are among the top 20% based on how recent is the newest idea input in each paper. To
calculate the top 20% status, each paper is compared to other papers that were published in the same year
and have the same number of authors.
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Figures S5 and S6 in turn repeat the analyses in Figures 1 and 3 with one change: here we use
the alternative MEDLINE author disambiguation approach rather than the “Author-ity” disambiguation
(Figure 2 does not utilize a disambiguation). Panels A, B, and C of Figure S5 were created based
on 3,191,410, 13,616,413, and 6,032,363 observations, respectively. Figure S6 was created based on
1,505,399 observations. As the alternative disambiguation approach likely incorrectly lumps together
papers by early-career real authors and papers by later-career real authors more often than does the
“Author-ity” approach, it is not surprising that the decline in novelty with age is not quite as steep
when the alternative disambiguation is utilized compared to when the “Author-ity” disambiguation is
utilized. Yet, comparison of Figure S5 against Figure 1 and Figure S6 against Figure 3 shows that the
two disambiguation approaches yield qualitatively and quantitatively similar conclusions (parametric

analyses reported below reach the same conclusion; please see Tables S3 and S7).
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Figure S5: Relationship between career age and the trying out of new ideas in all research articles (team
and solo authored). Analysis is the same as in Figure 1 in the main text except the analysis here utilizes
the alternative author disambiguation rather than the “Author-ity” disambiguation. Panels capture first
author-article pairs (A; N=3,191,410); all author-article pairs (B; N=13,616,413), and key author-article
pairs (B; N=6,032,363). In each panel, the vertical axis depicts the share of publications that are among
the top 20% based on how recent is the newest idea input in each paper. Capped lines indicate 95%
confidence intervals.

12



Team Authored Publications

o |
<
o]
= o |
‘5‘ ™
I
l_
0
<
-
5 &1
(]
c) - .
< Share of Publications
g Trying Out New ldeas
8 S I Above 0.23
0.20-0.23
0.17-0.20
o | I Below 0.17

T T T
10 20 30 40
Career Age of FIRST Author

o -

Figure S6: Relationship between career ages and the trying out of new ideas among team authored
publications (N=1,505,399). Analysis is the same as in Figure 3 in the main text except the analysis here
utilizes the alternative author disambiguation rather than the “Author-ity” disambiguation. The vertical
axis depicts the career age of the last author. The horizontal axis depicts the career age of the first author.
Colors capture the share of publications that are among the top 20% based on how recent is the newest
idea input in each paper. To calculate the top 20% status, each paper is compared to other papers that
were published in the same year and have the same number of authors.

A.6.2 Parametric regression analyses

The regression analyses demonstrate that the results we present in the main paper are both qualitatively
and quantitatively robust to a wide variety of assumptions about the construction of the data, author
disambiguation, years of analysis, the set of idea inputs that are considered, the way novelty of idea inputs
is calculated, construction of comparison groups, etc. We employ two alternate regression strategies; one
focuses on the career age of authors (Tables S2-S6), while the second focuses on the pairing of authors

of different (or similar) career ages (Tables S7-S8). We start our discussion with the first specification in

which we regress the outcome variable on the following 5 indicator variables:

e Career Year 0, which is 1 for authors with career age O (the first year they publish a paper) and 0

otherwise.

e Career Year 1-10, which is 1 for authors with career age 1-10 and O otherwise.
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e Career Year 11-20, which is 1 for authors with career age 11-20 and 0 otherwise.
e Career Year 21-30, which is 1 for authors with career age 21-30 and 0 otherwise.

e Career Year 31-40, which is 1 for authors with career age 31-40 and 0 otherwise.

In reporting the results, we designate the last group Career Year 31-40 as the omitted group. Results
from this specification reveal to which extent our finding in the main text, that the propensity to try out
new ideas is much higher for early career researchers than more seasoned researchers, holds across the
different sensitivity analyses. The second regression strategy is described further below. To the extent

that the finding holds, we would expect that:

1. The coefficient on the dummy variable Career Year 1-10 is positive, indicating that the propensity
to try out new ideas is higher for early career researchers than researchers in the omitted group (late

career researchers in career years 31-40).

2. The coefficient on the dummy variable Career Year 1-10 is higher than both the coefficient on
the dummy variable Career Year 11-20 and the coefficient on the dummy variable Career Year
21-30.

In reading the regression tables reported below, the reader should thus examine whether estimates of
the coefficients on the dummy variables are positive and exhibit a declining pattern from the coefficient
on Career Year 1-10 to the coefficient on Career Year 11-20 and from the coefficient on Career Year
11-20 to the coefficient on Career Year 21-30. The expected pattern indeed emerges across all spec-
ifications, which confirms the robustness of the results that we report in the main text to varying
assumptions.

In each estimation, the model also involves a set of Boolean indicator, or dummy, variables, which
varies across the analyses; the set of dummy variables employed in each estimation are separately re-
ported with the results. The outcome variable is typically the indicator variable capturing whether the
paper is in the top 20% newest based on the age of the newest idea input in the paper. We vary the
comparison group used in constructing this variable; the comparison group used in each regression is
reported with the results.

As discussed above and in the main text, we vary the set of concepts based on which the outcome
variable is calculated from the top 100 concepts in each cohort to the top 1,000 and the top 10,000
concepts; when either of the latter concept sets is employed it is reported with the results. We also
employ alternative outcome variables (raw age of the newest idea input in a paper, an indicator variable

capturing whether a paper is in the top 5% newest based on the age of the newest idea input, and an
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indicator variable capturing whether a paper is in the top 50% newest based on the age of the newest idea
input; when any of these alternative outcome variables is employed it is reported with the results.

As in the non-parametric analyses, we weight observations so that the total weight of observations
from any given year is the same as the total weight of observations from any other year.

Tables S2-S6, shown below, report estimates for the specification mentioned above.

In Table S2 we mainly vary the set of authors considered. In each estimation, the set of dummy
variables included is the same as the comparison group that is used to construct the dependent variable.

In columns 1-2 only the first author-article pairs are considered. In column 1 the comparison group
is all articles published in the same year by the same number of authors. In column 2 the comparison
group is all articles published in the same year.

In column 3 all author-article pairs are considered. In column 4 all key author-article pairs are
considered. In both columns the comparison group is all articles published in the same year by the same
number of authors.

In column 5 only those first author-article pairs are considered for which the first and last authors are
listed a non-alphabetical order. In column 6 only those first author-article pairs are considered for which
all authors in the paper are listed the alphabetical order.

In every case, regardless of set of included author-article pairs, we find that that papers produced by
authors in career age 1-10 are the most likely to reference newer ideas in their papers, authors in career
age 11-20 are second most likely, authors in career age 21-30 third most likely, and authors in career age
31-40 least likely. While the exact differences between these groups vary by specification, qualitatively,
this matches the results from the non-parametric analysis that we report in the main text.

In Table S3 we vary the disambiguation used (columns 1-2) and employ author-specific dummy vari-
ables (columns 3-5) to examine within career changes.

In column 1 we use the Author-ity MEDLINE author disambiguation. In column 2 we use the
alternative MEDLINE author disambiguation we constructed (see Section A.4 above). The advantage
of the latter disambiguation approach is that it does not use information on research topics, unlike the
Author-ity approach. In both columns the comparison group is articles published in the same year by
the same number of authors, the dummy variables correspond to the comparison groups, and only first
author-article pairs are considered.

In columns 3-6 we employ a dummy variable for each author, with authors again determined based on
the Author-ity disambiguation. In columns 3-4 only first author-article pairs are considered. In column 5
all author-article pairs are considered. In column 6 only key author-article pairs are considered. Analyses
in columns 3-4 differ from one another in that in column 3 the comparison group (based on which the
outcome variable is calculated) is articles published in the same year by the same number of authors,

whereas in column 4 the comparison group is all articles published in the same year. In columns 5 and
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6 the comparison group is articles published in the same year by the same number of authors. These
“within-career” presented analyses in columns 3-6 form an exception to the rule on how the observations
are weighted: for these analyses the observations are weighted so that the total weight of observations
for any given author is the same as the total weight of observations for any other author.

In every case, regardless of disambiguation method, included dummy variable set, included sets of
author-article pairs, and comparison group we find the same qualitative pattern of age and the probability
of trying out new ideas that we report in the main text.

In Table S4 we vary the set of concepts considered in constructing the outcome variable as well as
what outcome variable is used. In all cases the comparison group is articles published in the same year
by the same number of authors. The set of dummy variables employed correspond to the comparison
groups. In all cases only first author-article pairs are considered.

In columns 1-2 we vary the outcome variable. In column 1 the outcome variable is the indicator
variable capturing whether the article is among the top 5% newest based on the age of the newest idea
input. In column 2 the outcome variable is the raw age of the newest idea input in the article.

In columns 3-4 we vary the set of concepts considered in constructing the outcome variable. The
outcome variable is again the indicator variable capturing whether the article is among the top 20%
newest based on the age of the newest idea input. In column 3 this variable is constructed based on
mentions of top 1,000 concepts in each cohort. In column 4 this variable is constructed based on mentions
of top 10,000 concepts in each cohort.

In column 5-6 we again only consider mentions of top 100 concepts in each cohort. The outcome
variable is again the indicator variable capturing whether the article is among the top 20% newest based
on the age of the newest idea input. In column 5 we ignore mentions of those top 100 concepts that are
marked with the label “exclude for sensitivity analysis” in the embedded list (see Section A.2 above). In
column 6 we in turn ignore mentions of concepts during the year that the concepts were introduced.

Analyses reported in column 7 too only consider mentions of top 100 concepts in each cohort. For
each such concept, we first determine how many MEDLINE articles mention the concept each year and
then determine which year the concept was mentioned for the 50th time in the MEDLINE data. We then
construct a dummy variable that is 1 for MEDLINE articles that mention any top 100 concept before
the concept reached the year of its 50th mention in MEDLINE data (and is O otherwise). This dummy
variable is used as the outcome variable in the analysis reported in column 7. This approach assigns a
paper to be novel only if the paper mentions an idea that is not only important (otherwise the concept is
not a top 100 concept) but also has been mentioned in less than 50 papers previously. Consequently, the
analysis addresses in part addresses the possibility that the results from the other specifications may be

driven by young researchers jumping on a bandwagon.
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We find that varying the definition of novel inputs and expanding the set of novel concepts that we
consider does not qualitatively alter the results we report in the main text. In columns 1 and 3-7 we see as
before that authors in career year 1-10 are most likely to adopt newer ideas, followed by authors in career
year 11-20, 21-30, and finally 31-40. In column 2, we see the mean age of the newest ideas in papers
by authors in career age 1-10 are about four years newer than the newest ideas referenced by authors in
career age 31-40; about three years newer than the newest ideas referenced by authors in career age 21-
30; and 1.3 years newer than the newest ideas referenced by authors in career age 11-20. These results
all confirm the robustness of the results we report in the main text.

In Table S5 we vary the time period and the types of articles included in the analysis. In all cases
the comparison group is articles published in the same year by the same number of authors. The set of
dummy variables employed correspond to the comparison groups. In all cases only first author-article
pairs are considered.

In columns 1-3 we vary the time period. In column 1 only articles published in 1980-1989 are
considered. In column 2 only articles published in 1990-1999 are considered. In column 3 only articles
published in 2000-2008 are considered.

In columns 4-6 we vary the set of articles included in the analysis. The time period is again 1980-
2008. In column 4 all regular research articles are considered. In column 5 all articles are considered.
In column 6 only regular research articles published by authors located in the US are considered; the
time period for this analysis is 1988-2008 as location information is mainly only available for articles
published since 1988.

This table shows that varying the time periods that we consider does not lead to qualitatively different
conclusions to the ones we report in the main text. As before, authors in career year 1-10 are most likely
to adopt newer ideas, followed by authors in career age 11-20, 21-30, and 31-40.

In Table S6 we employ research area or journal specific comparison groups. In all cases the set of
dummy variables correspond to the comparison groups. Only first author-article pairs are considered.

In column 1 the comparison group is articles that are published in the same year and are indexed with
the same MESH “Diseases” terms (the C terms in MESH, only “major topic” terms are considered). This
corresponds to applied research.

In column 2 the comparison group is articles that are published in the same year and are indexed with
the same MESH “Anatomy” terms (the A terms in MESH, only “major topic” terms are considered).
This too corresponds to applied research.

In column 3 the comparison group is articles that are published in the same year and are indexed with
the same MESH “Organisms” terms (the B terms in MESH, only “major topic” terms are considered).
So that this analysis is representative of basic research, we exclude any articles that are indexed with a

MESH disease term (the C terms in MESH, both “major topic” and “minor topic” terms are considered).
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In column 4 the comparison group is articles that are published in the same year and are indexed
with the same MESH “Chemicals and Drugs” terms (the D terms in MESH, only “major topic” terms
are considered). So that this analysis is representative of basic research, we exclude any articles that are
indexed with a MESH disease term (the C terms in MESH, both “major topic” and “minor topic” terms
are considered).

In column 5 the comparison group is articles that are published in the same year and are indexed with
the same MESH “Phenomena and Processes” terms (the G terms in MESH, only “major topic” terms
are considered). So that this analysis is representative of basic research, we exclude any articles that are
indexed with a MESH disease term (the C terms in MESH, both “major topic” and “minor topic” terms
are considered).

In constructing the comparison groups used in the analyses of columns 1-5, we first truncate all
MESH codes to 7 characters (i.e. C11.294.177 becomes C11.294 and then require that all such 7 char-
acter codes are the same in two papers for them to be in the same comparison group. Also 3 character
MESH codes are considered (i.e. C11) but all articles in a comparison group are excluded from the anal-
ysis when the comparison group consists of the identifier for the comparison group consists of a lone 3
character MESH code.

In column 6 the comparison group is articles that are published in the same journal in the same year
and have the same number of authors.

As was the case with the previous tables, these results confirm the results in our main text. Thus,
varying the set of papers we include in the analysis based on the MESH field does not change the relative
probabilities of authors of different career stages trying out new ideas. Similarly, focusing our attention
on within-journal variation produces the same conclusion; that is, even within a fixed journal, on average
authors in career stage 1-10 are the most likely to try out newer ideas.

In the second parametric specification, we test the robustness of Figure 3 from the main paper. To do

this, we regress the outcome variable (whether a paper is a top 20% paper based on the novelty of its idea

inputs) on the following 9 indicator variables:

e (Young, Young), which is 1 if both authors have career age 0-10 (and is O otherwise, obviously).
e (Young, Middle), which is 1 if first author’s career age is 0-10, last author’s career age is 11-25.
e (Young, Old), which is 1 if first author’s career age is 0-10, last author’s career age is 26-40.

e (Middle, Young), which is 1 if first author’s career age is 11-25, last author’s career age is 0-10.
o (Middle, Middle), which is 1 if first author’s career age is 11-25, last author’s career age is 11-25.

e (Middle, Old), which is 1 if first author’s career age is 11-25, last author’s career age is 26-40.
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e (Old, Young), which is 1 if first author’s career age is 26-40, last author’s career age is 0-10.
e (Old, Middle), which is 1 if first author’s career age is 26-40, last author’s career age is 11-25.

e (Old, Old), which is 1 if first author’s career age is 26-40, last author’s career age is 26-40.

In reporting the results, we designate the last group (Old, Old) as the omitted group. First and
foremost, results from this second specification reveal to which extent our finding in the main text, that
teams with a young first author and a more seasoned last author have a higher propensity to try out new
ideas than other team configurations, holds across the different sensitivity analyses. To the extent that

the finding holds, we would expect that:

1. The coefficient on the dummy variables (Young, Middle) and (Young, Old) are positive, indicat-
ing that the propensity to try out new ideas is higher for teams with an early career first author and
a mid- or a late-career last author than researchers in the omitted group (teams with late-career first

and last authors).
2. The coefficient on the dummy variable (Young, Middle) is higher than any estimated coefficient.

3. The coefficient on the dummy variable (Young, Old) is the second-highest of the estimated coef-

ficients.

In reading the regression tables reported below, the reader should thus examine whether estimates
of the coefficient on the dummy variable (Young, Middle) is positive and the highest among the es-
timated coefficients and that the coefficient on the dummy variable (Young, Old) too is positive and
the second-highest among the estimated coefficients. The expected pattern indeed emerges across all
specifications.

Unless otherwise noted, the outcome variable is the indicator variable that captures whether a paper
is among the top 20% based on how recent is the newest idea input, with idea inputs represented by the
top 100 concepts in each cohort. In all cases the dummy variables correspond to the comparison groups
based on which the outcome variable is constructed.

As in the non-parametric analyses and the above parametric analyses, we weight observations so that
the total weight of observations from any given year is the same as the total weight of observations from
any other year.

In Table S7 we report estimates from this second regression strategy.

In columns 1-2 we vary the set of articles considered. In column 1 all regular research articles are
considered. In column 2 only regular articles by authors located in the US are considered. In both cases

the comparison group is articles published in the same year by the same number of authors.
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In columns 3-4 we employ research area specific comparison groups. In column 3 the comparison
group is constructed based on MESH “Disease” terms (similar to column 1 of Table S6, see above).
In column 4 the comparison group is constructed based on MESH “Phenomena and Processes” terms
(similar to column 5 in Table S6, see above).

In column 5 the comparison group is articles published in the same year in the same journal.

In column 6 we vary the outcome variable. The outcome variable is the indicator variable that cap-
tures whether the paper is among the top 5% newest based on the age of the newest idea input. The
comparison group is articles published in the same year by the same number of authors.

In column 7 we vary also the set of concepts considered in constructing the outcome variable. In this
column, the set of concepts considered in the analysis is the top 10,000 concepts in each cohort. As in
column 6, the outcome variable is the indicator variable that captures whether the paper is among the top
5% newest based on the age of the newest idea input.

Finally, in column 8 we employ the alternative disambiguation (see Section A.4).

Since the top three sets of rows in every column are larger than the coefficients in the rows below,
we conclude that young first authors are the most likely to try out new ideas, regardless of the career
stage of the last author. Furthermore, a young first author paired with a mid-career last author is the
team configuration that is most likely to try out new ideas. This is exactly the pattern we report in our
non-parametric analysis in the main text of the paper.

In Table S8 we further extend the analysis to study whether the above results are robust to considering
also the career age of the second author. We only consider papers with three or more authors, and now
regress the outcome variable (whether a paper is a top 20% paper based on the novelty of its idea inputs)
on 27 indicator variables which capture the career stage of the first, second and last author. For example,
the variable (Young, Young, Young) is 1 if the first author, the second author, and also the last author
have career age 0-10 (and is O otherwise), and the variable (Middle, Young, Old) is 1 if the first author’s
career age is 11-25, the second author’s career age is 0-10, and the last author’s career age is 26-40 (and
is 0 otherwise). In reporting the results, we designate the group (Old, Old, Old) as the omitted group.

The outcome variable is again the indicator variable that captures whether a paper is among the top
20% based on how recent is the newest idea input, with idea inputs represented by the top 100 concepts in
each cohort. In all cases the “fixed effects” dummy variables correspond to the comparison groups based
on which the outcome variable is constructed. We again weight observations so that the total weight of
observations from any given year is the same as the total weight of observations from any other year.

In column (1) the comparison group is all articles published in the same year by the same number
of authors. In column (2) group is all articles published in the same year. In column (3) the comparison
group is all articles indexed with the same disease MESH terms and published in the same year. In

column (4) articles linked to a disese are excluded and the comparison group is all articles indexed with
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the same phenomena and processes MESH terms and published in the same year.

Across the specifications, the results indicate that our main finding from the above analysis is robust:
teams that have the highest propensity to try out new ideas have an experienced last author and a young
first author. The estimate of the coefficient on the variable (Young, Young, Middle) is always highest
(row 2), and the next two highest estimates are always the estimates of the coefficients on the variables
Young, Young, Old) and (Young, Middle, Middle) (rows 3 and 5).

Because the estimates vary by the age of the second author, the results also show that the career stage
of the second author does matter. That said, the results indicate that the first and last authors play the
two key roles in terms of the propensity to try out new ideas: it is more important to have youth in the
first author position than in the second author position and it is more important to have experience in
the last author position than in the second author position. This is indicated by pairwise comparisons
of estimates of the coefficients on the variables that are indicated with the same color (for those who
cannot distinguish between all colors we have indicated these pairs also with characters “ 7, “ O 7, «
17,°@”,“@®”and “MW’). Reversing the positions of a middle-career last author and a young second
author markedly decreases the propensity to try out new ideas (as revealed by a comparison of estimates
on lines colored in red and marked with character “ O ), as does reversing the positions of a young
second author and a late-career last author (as revealed by a comparison of estimates on lines colored
in orange and marked with character ““ (1 ). Reversing the positions of a young first author and a mid-
career second author also decreases the propensity to try out new ideas (as revealed by a comparison of
estimates on lines colored in blue and marked with character “ 1> as well as by a comparison estimates
on lines colored in green and indicated with character *“ @ ). Finally, reversing the positions of a young
first author and a late-career second author too decreases the propensity to try out new ideas (as revealed
by a comparison of estimates on lines colored in brown and marked with character ““ 4 as well as by a

comparison of estimates on lines colored in purple and marked with character “ ll 7).
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Table S2: Relationship between author career age and the trying out of new ideas: results for
different author definitions (first authors; first and last authors; all authors), different compari-
son groups (articles published in the same year; articles published in the same year by the same
number of authors); and different samples (papers which authors are listed in alphabetic order;
papers which authors are listed in non-alphabetic order.)

In all columns, the dependent variable is top 20% status by the age of the newest idea input.
Explanations for the columns (which vary authorships considered and comparison group):

(1) First author-article pairs only, comparison group is all papers published in the same year by the same
number of authors.

(2) First author-article pairs only, comparison group is all papers published in the same year.

(3) First and last author-article pairs only, comparison group is the same as in (1).

(4) All author article pairs, comparison group is the same as in (1).

(5) First author-article pairs for articles for which first and last author are listed in non-alphabetical order,
comparison group is the same as in (1).

(6) First author-article pairs for articles for which all authors are listed in alphabetical order, comparison
group is the same as in (1).

(D () 3) 4) (5) (6)
Career Year 027*** L022%** -.029%** =014 .024*** -.006
(.002) (.003) (.002) (.001) (.003) (.005)
Career Year 1-10 070 078 027%* L025%* 067 055
(.002) (.002) (.001) (.001) (.002) (.004)
Career Year 11-20 036 0427 .026** .019** 037 0427
(.001) (.001) (.001) (.001) (.002) (.003)
Career Year 21-30 .010*** 013*** 013*** .009*** 013*** .019***
(.001) (.002) (.001) (.001) (.002) (.003)
Observations 6,421,201 6,422,775 12,206,501 28,811,988 3,410,385 1,252,961
Fixed Effects 706 29 788 1,776 587 305
Mean for Career Year 31-40  .011*** 014*** 013*** .009*** 013*** .019***
(.001) (.002) (.001) (.001) (.002) (.003)

“Fixed Effects” reports the number of additional dummy variables included in the analysis;

these fixed effects correspond to the comparison groups.

“Mean for Career Year 31-40” reports the mean of the dependent variable for the omitted group.

Standard errors in parentheses; robust to correlation within groups corresponding to fixed effects.
*p <0.05, " p<0.01, " p < 0.001
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Table S3: Relationship between author career age and the trying out of new ideas: results for
different author disambiguation approaches (existing ‘Author-ity’ disambiguation; our own alter-
native disambiguation), and for within-career comparisons.

In all columns, the dependent variable is top 20% status by the age of the newest idea input.
Explanations for the columns (which vary authorships considered and comparison groups):

In columns (1)-(2) the comparison group is all papers published in the same year by the same number of
authors.

(1) First author-article pairs only, ‘Author-ity’ author name disambiguation (the same analysis analysis
as in column 1 of Table S2).

(2) First author-article pairs only, our own alternative author name disambiguation

In columns (3)-(5) the comparison group is all articles published by the same author.

(3) First author-article pairs only. Comparison group is all papers published in the same year.

(4) First author-article pairs only. Comparison group is all papers published in the same year.

(5) First and last author-article pairs only. Comparison group is the same as in column (3).

(6) All author-article pairs. Comparison group is the same as in column (3).

(D () 3) 4) (5) (6)
Career Year 0 026" 007 .008"** 021* .019** 010%*
(.002) (.002) (.002) (.002) (.001) (.001)
Career Year 1-10 069 057+ 011 026+ 013*** 013***
(.002) (.002) (.002) (.002) (.001) (.001)
Career Year 11-20 .036*** .028*** .001 015%* .004*** .004***
(.001) (.001) (.002) (.002) (.001) (.001)
Career Year 21-30 010*** .004** -.002 .006*** .001* .000
(.001) (.001) (.002) (.002) (.001) (.001)
Observations 6,421,201 3,191,593 5,396,076 5,397,495 26,493,346 10,789,179
Fixed Effects 706 621 1,085,278 1,085,362 2,723,817 1,421,129
Mean for Career Year 31-40 151 .165 .189 176 162 .170
(.001) (.001) (.002) (.002) (.001) (.001)

“Fixed Effects” reports the number of additional dummy variables included in the analysis;

these fixed effects correspond to the comparison groups (columns 1-2) and authors (columns 3-5).
“Mean for Career Year 31-40” reports the mean of the dependent variable for the omitted group.
Standard errors in parentheses; robust to correlation within groups corresponding to fixed effects.
*p < 0.05, " p <0.01, ** p < 0.001
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Table S4: Relationship between author career age and the trying out of new ideas: results for
different sets of idea inputs (top 100 with and without sensitivity exclusions; top 1,000; top 10,000
in each cohort) and for different ways of calculating novelty of idea inputs (top 20 % status in terms
of age of idea inputs; top 5% status in terms of age of idea inputs; raw age of newest idea input;
whether mentions of a novel idea that has been mentioned in no more than 50 prior papers).

In all columns, the comparison group is articles with the same number of authors and published in the
same year.

Explanations for the columns (which vary the way the dependent variable is calculated):

In columns (1)-(2) dependent variable calculated based on mentions of top 100 new ideas in each cohort.
(1) Dependent variable measures top 5% status by age of newest idea input.

(2) Dependent variable measures raw age of newest idea input.

In columns (3-4) dependent variable measures top 20% status by age of newest idea input.

(3) Dependent variable calculated based on mentions of top 1,000 concepts in each cohort.

(4) Dependent variable calculated based on mentions of top 10,000 concepts in each cohort.

In columns (5-6) dependent variable measures top 20% status by age of newest idea input and is calcu-
lated based on mentions of top 100 concepts in each cohort.

(5) Dependent variable is calculated after excluding mentions of concepts marked with “exclude for
sensitivity analysis” in the embedded list see Section A.2 above) are excluded.

(6) Dependent variable is calculated after excluding mentions of concepts in the year in which they were
first mentioned in the data (cohort year).

(7) Dependent is a dummy variable that captures whether the paper mentions a top 100 concept from
some cohort before the year in which the concept is mentioned for the 50th time in the MEDLINE data.

(D 2) 3) “4) (&) (6) (7
Career Year 0 .008*** -.611"* 037 0577 023 026" .0018***
(.001) (.069) (.002) (.002) (.002) (.002) (.0002)
Career Year 1-10 0207 -2.291 073%* 0717 069" 070** .0022%*
(.001) (.057) (.001) (.001) (.002) (.002) (.0002)
Career Year 11-20 .009** -1.429** 036" 033" 036" 036" .0004**
(.001) (.037) (.001) (.001) (.001) (.001) (.0002)
Career Year 21-30 002" -.538** 0127 0127 010 011 .0000
(.001) (.032) (.001) (.001) (.001) (.001) (.0002)
Observations 6,421,201 6,421,201 6,421,201 6,421,201 6,421,201 6,421,201 6,421,201
Fixed Effects 706 706 706 706 706 706 706
Mean for Career Year 31-40 .036 23.832 147 .145 152 151 .0040
(.001) (.045) (.001) (.001) (.001) (.001) (.0002)

“Fixed Effects” reports the number of additional dummy variables included in the analysis;

these fixed effects correspond to the comparison groups.

“Mean for Career Year 31-40” reports the mean of the dependent variable for the omitted group.
Standard errors in parentheses; robust to correlation within groups corresponding to fixed effects.
*p < 0.05,* p <0.01, ™ p < 0.001



Table SS: Relationship between author career age and the trying out of new ideas: results for
different time periods (1980s; 1990s; 2000s) and for selections of articles (only regular research
articles; all articles; only regular research articles published by authors located in the US)

In all columns, the dependent variable is top 20% status by the age of the newest idea input and compar-
ison group is articles published in the same year by the same number of authors.

Explanations for the columns (which vary the time period and the types of research articles included in
the sample):

(1) Sample period is 1980-1989.

(2) Sample period is 1990-1999.

(3) Sample period is 2000-2008

In columns (4-5) the sample period is 1980-2008.

(4) Only regular research articles are included in the sample (the same analysis analysis as in column 1
of Table S2).

(5) All journal articles are included in the sample.

In column (6) the sample period is 1988-2008.

(6) Only regular research articles published by authors located in the US are included in the sample.

(D () 3) “4) ) (6)
Career Year 0 .032%** .038*** .008** 027+ .019*** .029***
(.003) (.003) (.003) (.002) (.003) (.005)
Career Year 1-10 075%** O77%** 057+ .070%** 067+ .080***
(.003) (.002) (.002) (.002) (.002) (.006)
Career Year 11-20 041*** .038*** .020*** .036%** .039%** .039***
(.003) (.002) (.002) (.001) (.001) (.005)
Career Year 21-30 015 007+ 0127 0171+ 014+ .015*
(.003) (.002) (.002) (.001) (.001) (.006)
Observations 1,306,028 2,106,144 3,009,029 6,421,201 8,577,485 1,757,270
Fixed Effects 133 182 391 706 725 550
Mean for Career Year 31-40 .146 146 162 151 154 .144

(.003) (.002) (.002) (.001) (.002) (.005)

“Fixed Effects” reports the number of additional dummy variables included in the analysis;

these fixed effects correspond to the comparison groups.

“Mean for Career Year 31-40” reports the mean of the dependent variable for the omitted group.
Standard errors in parentheses; robust to correlation within groups corresponding to fixed effects.
*p <0.05, " p <0.01, ** p < 0.001
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Table S6: Relationship between author career age and the trying out of new ideas: results for
research area or journal specific comparisons.

In all columns, the dependent variable is top 20% status by the age of the newest idea input.
Explanations for the columns (which vary the comparison group):

(1) Comparison group is articles indexed with the same disease terms in the same year.

(2) Comparison group is articles indexed with the same anatomy terms in the same year.

(3) Comparison group is articles indexed with the same organism terms in the same year; articles indexed
to a disease term are excluded.

(4) Comparison group is articles indexed with the same chemicals and drugs terms in the same year;
articles indexed to a disease term are excluded.

(5) Comparison group is articles indexed with the same phenomena and processes terms in the same
year; articles indexed to a disease term are excluded.

(6) Comparison group is articles published in the same journal in the same year with the same number
of authors.

(1 2) 3) 4) (&) (6)
Career Year 0 026" 041 0527 035 028"+ 030"
(.002) (.002) (.003) (.002) (.003) (.001)
Career Year 1-10 051 063** 082" 054" 056" .045%
(.002) (.002) (.003) (.002) (.003) (.001)
Career Year 11-20 0257 035 047+ 031 033" 027
(.002) (.002) (.003) (.002) (.003) (.001)
Career Year 21-30 .006"* 013 015% 0117 0117 011
(.002) (.002) (.004) (.003) (.003) (.001)
Observations 1,714,208 1,805,828 725,282 1,390,933 985,553 5,763,277
Fixed Effects 70,343 47,241 9,189 52,518 29,596 297,101
Mean for Career Year 31-40 150 142 131 145 146" 147

(.002) (.002) (.003) (.002) (.003) (.001)

“Fixed Effects” reports the number of additional dummy variables included in the analysis;

these fixed effects correspond to the comparison groups.

“Mean for Career Year 31-40” reports the mean of the dependent variable for the omitted group.
Standard errors in parentheses; robust to correlation within groups corresponding to fixed effects.
*p < 0.05,* p <0.01, ™ p < 0.001
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Table S7: Relationship between team characteristics (career age of first and last author) and the
trying out of new ideas.

Explanations for the columns (which vary the comparison group, disambiguation, sample, and the way
the dependent variable is calculated).

In columns (1)-(5) and (8) the dependent variable is top 20% status by age of newest idea input.

(1) Comparison group is all articles published in the same year by the same number of authors.

(2) Comparison group is all articles published in the same year.

(3) Comparison group is all articles indexed with the same disease terms and published in the same year.
(4) Comparison group is all articles indexed with the same phenomena and processes terms and published
in the same year; articles linked to a disease are excluded.

(5) Comparison group is all articles published in the same journal in the same year.

(6) Same analysis as in column (1) but dependent variable is top 5% status by age of newest idea input.
(7) Same analysis as in column (6) but now age of newest idea input is calculated based on mentions of
top 10,000 concepts in each cohort (as opposed to the top 100 concepts in each cohort).

(8) Same analysis as in column (1) but career ages calculated based on our alternative author name
disambiguation.

ey 2) 3) “4) (&) (6) (N ®)
(Young, Young) 023 .033* 026 035 039" 011 026 -.001
(.003) (.010) (.003) (.005) (.002) (.001) (.001) (.004)
(Young, Middle) 075% 085 053" 0617 044> 024 023 0717
(.002) (.009) (.003) (.005) (.002) (.001) (.001) (.002)
(Young, Old) 052% 058 039" .040** .028** 015 014" .040***
(.002) (.009) (.003) (.005) (.002) (.001) (.001) (.002)
(Middle, Young) -.001 -.002 .006 014* 021 .002 0127 -.008*
(.002) (.011) (.003) (.005) (.002) (.001) (.001) (.003)
(Middle, Middle) 035 .040™* 023" 037 0267 011 0127 039"
(.002) (.009) (.003) (.005) (.002) (.001) (.001) (.003)
(Middle, Old) 018" 037 .009* 0227 011 004+ .003** 0177
(.002) (.010) (.003) (.005) (.002) (.001) (.001) (.003)
(Old, Young) -.028** -.001 =017 -.014~ -.000 -.005** 005" -.031**
(.002) (.016) (.004) (.006) (.002) (.001) (.001) (.003)
(Old, Middle) .007* 033" .002 0137 .008** .003* 005" 018
(.002) (.017) (.004) (.006) (.002) (.001) (.001) (.003)
Observations 4,668,963 1,270,596 1,351,294 694,928 4,163,506 4,668,963 4,668,963 1,505,399
Fixed Effects 651 493 55,852 21,378 215,746 651 651 506
Mean for (Old, Old) 158 148 155 147 .149 036 032 .168
(.002) (.008) (.003) (.005) (.002) (.001) (.001) (.002)

“Fixed Effects” reports the number of additional dummy variables included in the analysis;

these fixed effects correspond to the comparison groups.

“Mean for (Old, Old)” reports the mean of the dependent variable for the omitted group.

Standard errors in parentheses; robust to correlation within groups corresponding to fixed effects.

*p < 0.05,** p < 0.01, ** p < 0.001



Table S8: Relationship between team characteristics (career age of first, second and last author)

and the trying out of new ideas.

In all columns, the dependent variable is top 20% status by the age of the newest idea input.

Explanations for the columns (which vary the comparison group):

(1) Comparison group is all articles published in the same year by the same number of authors.
(2) Comparison group is all articles published in the same year.
(3) Comparison group is all articles indexed with the same disease terms and published in the same year.
(4) Comparison group is all articles indexed with the same phenomena and processes terms and published

in the same year; articles linked to a disease are excluded.

(D (2) (3) “4)

(1) (Young, Young, Young) 0527 (.005) .41 (.006)  .060**  (.008) .084*** (.012)
(2) (Young, Young, Middle) O 1097 (.005) 1027 (.005)  .089**  (.008) .1117*  (.012)
3) (.005) (.005) (.008) (.012)
(4) (Young, Middle, Young) O 039 (.005) .027**  (.005) .050"*  (.008) .080"* (.012)
(5) (Young, Middle, Middle) I 0837 (.005)  .072***  (.005) .072**  (.008) .097*** (.012)
(6) (.005) (.004) (.008) (.012)
(7) (.005) (.006) (.008) (.013)
(8) (Young, Old, Middle) ¢ 0707 (.005) 0527 (.005)  .065" (.008) .0857 (.013)
(9) (Young, Old, Old) H 051 (.005)  .038***  (.004) .051**  (.008) .062** (.013)
(10) (Middle, Young, Young) 0327 (.005) .021™*  (.005) .043**  (.008) .066** (.012)
(11) (Middle, Young, Middle) I  .070***  (.005) .069**  (.005) .063**  (.008) .088"** (.012)
(12) (.005) (.004) (.008) (.013)
(13) (Middle, Middle, Young) 011* (.005) .005 (.005)  .029**  (.008) .047*** (.013)
(14) (Middle, Middle, Middle) 043 (.005) .044**  (.004) .039%*  (.008) .072** (.013)
(15) (Middle, Middle, Old) 0337 (.005) .036"*  (.004) .029***  (.008) .066™* (.013)
(16) (Middle, Old, Young) -.008 (.006)  -.014*  (.005) .006 (.009) .037* (.015)
(17) (Middle, Old, Middle) 026 (.005)  .022**  (.005) .028** (.009) .050"* (.014)
(18) (Middle, Old, Old) 0207 (.005)  .020™*  (.004) .016 (.009) .051™* (.014)
(19) (Old, Young, Young) .004 (.005) -.006 (.005) .021* (.008) .039**  (.013)
(20) (Old, Young, Middle) ¢ 0437 (.005) 0427 (.005)  .045" (.008) 0647 (.013)
(21) (Old, Young, Old) W 0337 (.005)  .033**  (.004) .036™*  (.009) 047 (.014)
(22) (0Old, Middle, Young) -.012* (.005) -.019***  (.004) .004 (.009) .014 (.014)
(23) (Old, Middle, Middle) 017 (.005) .010 (.011) .022* (.009) .037* (.013)
(24) (Old, Middle, Old) 019 (.005)  .022**  (.004) .030** (.009) .043*  (.015)
(25) (0O1d, Old, Young) =022  (.006) -.029**  (.006) -.006 (.010) .003 (.017)
(26) (Old, Old, Middle) .001 (.006) -.003 (.006) .003 (.010) .049**  (.018)
Observations 4,628,517 4,630,084 1,335,724 689,142

Fixed Effects 649 29 55,397 21,267

Mean for (Old, Old, Old) 134 (.005) 142 (.005) 125 (.008) 101 (.012)

“Fixed Effects” reports the number of additional dummy variables included in the analysis;

these fixed effects correspond to the comparison groups.

“Mean for (Old, Old, Old)” reports the mean of the dependent variable for the omitted group.

Standard errors in parentheses; robust to correlation within groups corresponding to fixed effects.

*p < 0.05, " p <0.01, ™ p < 0.001
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nuclear factor nfkappab

vegf expression

advanced glycation

bcl2 expression

conformation polymorphism sscp
injecting drug

plasminogen activator inhibitorl
singlewalled carbon nanotubes
twohybrid

matrigel

interferongamma ifngamma
overexpressing

chromatin immunoprecipitation assays

ceftazidime

1980
1975
1998
1989
1991
1991
1992
1985
1992
1999
1993
1999
1995
1989
1971
1989
1996
1990
1989
1988
1991
1988
1987
2000
1991
1987
1982
1986
1999
1981

846
846
844
843
842
842
842
840
837
835
835
834
834
832
831
831
830
830
828
826
826
825
824
823
823
822
820
819
818
817





cognitive impairment mci
mek inhibitor

caspase9

nfkappab

occludin

hcv genotype

lipid raft

chain reaction rtpcr

hiv disease

real time pcr
clarithromycin

leptin levels

genomic library

vegfr2

dot blot

creactive protein hscrp
inflammatory response syndrome
infliximab

proteasomal degradation
cdk inhibitor

reading frame orf

eotaxin

mismatch repair mmr
eicosanoids

bclxl

interventional case series
mapk inhibitor

caspase inhibitors
microsatellite instability msi

synthase inos

1994
1995
1997
1989
1993
1991
1999
1989
1987
1998
1988
1995
1980
1995
1982
2000
1992
1998
1995
1994
1983
1993
1995
1980
1993
1993
1996
1997
1994
1993

817
814
813
813
813
812
812
810
809
809
807
806
805
805
804
803
803
802
802
801
800
799
799
798
797
797
797
796
796
796





growth factor tgfbetal
ppargamma

cell transplantation hsct
scatchard analysis

cox2 inhibitors
genomewide linkage

egbd

cyclooxygenase

esims

men msm

repetitive transcranial magnetic

5ht2a

matrixassisted laser desorption

multilocus sequence typing

carboplatin

chemokine receptors
prevention cdc

quorum sensing

runx?2

antiinflammatory cytokine
fas ligand

iii secretion system
pulldown assays

blot hybridization
estrogen receptoralpha
functional theory dft
tcell

iddm

nontransgenic

matrix metalloproteinase?2

1995
1995
1993
1973
1994
1994
1997
1974
1990
1994
1993
1988
1989
1998
1983
1993
1992
1994
2000
1992
1993
1995
1995
1978
1997
1995
1971
1979
1987
1992

795
794
793
793
792
791
789
788
788
788
786
784
784
783
782
782
781
781
781
780
780
780
780
779
778
778
778
777
777
776





adiponectin

cd4 cd8

Inmma

precursor protein app
ccsdt

osteoprotegerin opg
rotavirus

rflp
hyperhomocysteinemia
microarray technology
acid atra

rho kinase

malditofms

etoposide

dna microarrays

hbsag

quantum dot
mycophenolate mofetil
promoter hypermethylation
htert

acyclovir

virtual screening
main outcome measure

enterococcus faecalis

independent component analysis

cytokine secretion

necrosis factorrelated apoptosisinducing

pbdes
bioterrorism

nmol

1999
1985
1988
1988
2000
1997
1974
1982
1989
1997
1991
1996
1994
1979
1996
1974
1996
1992
1996
1998
1979
1997
1989
1985
1996
1988
1997
1995
1996
1970

774
774
774
774
773
773
773
772
771
770
768
768
766
762
761
761
761
758
757
756
755
755
752
751
749
746
745
740
739
739

[exclude in sensitivity analysis]





vimentin

kaposi sarcomaassociated herpesvirus
small gtpases

adjusted hazard ratio
chronic hcv

bold signal

ryanodine receptor
component summary
nanowires

survivin

antiapoptotic protein
chain reaction analysis
metoprolol

oligonucleotide microarray
multiplex pcr

inos expression

S5htla receptors
hivpositive patients

icaml

tolllike receptor

cfugm

ctl

erk pathway

state

stem cells mscs

methyl ester lname
specific monoclonal
antiretroviral therapy art
linezolid

recombinant human

1978
1995
1992
1992
1991
1995
1987
1995
1993
1997
1995
1989
1974
1999
1989
1993
1985
1987
1986
1994
1979
1974
1995
1995
1994
1990
1980
1994
1997
1979

739
738
738
737
737
736
736
735
734
734
732
732
730
729
727
726
725
725
725
722
721
720
719
718
718
717
717
716
716
713





tnf alpha
hiv prevention
homeodomain

hyaluronan

histocompatibility complex class

introns

neuronal nitric oxide
parpl

cox2 inhibitor

pkcalpha

hhv8

abcal

theory dft calculations
injection drug

serum leptin levels
nanowire

ntprobnp

quantitative realtime rtpcr
noninferiority

impaired fasting glucose
receptor alpha eralpha
neuronal apoptosis
tissue doppler imaging
vegfa

bosentan

microfluidic

il6 levels

ampa receptor
polymerase chain

quetiapine

1986
1988
1986
1986
1982
1978
1991
1999
1994
1988
1995
1999
1997
1988
1996
1994
1997
1999
1998
1997
1998
1993
1995
1996
1994
1991
1988
1989
1986
1996

713
712
712
710
709
709
709
709
708
706
705
703
702
701
701
697
697
697
696
695
695
694
694
694
692
692
691
688
688
688





brain natriuretic peptide
microrna

mhc class

reading frames orfs

shock wave lithotripsy
cyclosporin

photonic crystal

rhokinase

pneumophila

hivl replication

natural killer cell

endostatin

open reading frame

lentiviral vectors

signal transduction pathway
polymerase chain reactionrestriction
omeprazole

hiv2

topoisomerase

histone deacetylase hdac

long terminal repeat
nanoporous

singlenucleotide polymorphisms
trastuzumab

interleukinl ill

ceftriaxone

continuous ambulatory peritoneal
amplified polymorphic dna
protein tyrosine phosphatase

green fluorescence protein

1988
2002
1980
1983
1984
1976
1999
1996
1979
1987
1977
1997
1977
1997
1984
1990
1982
1987
1978
1998
1980
1994
1996
1998
1981
1981
1978
1990
1987
1995

685
685
684
684
683
681
681
681
680
679
679
678
678
677
676
675
674
673
673
671
671
671
671
671
670
669
669
668
668
667





stressactivated protein
digital subtraction angiography
evidencebased

spiral computed tomography

percutaneous transluminal coronary

restriction fragment length
gefitinib

interleukinl

plasmon resonance spr
sirolimus

therapy imrt

ganciclovir
caspaseindependent
pancaspase inhibitor
gsk3beta

phage display

unit describes

receptor superfamily

hivl rna

clinical practice guidelines
wnt signaling

managed care

5htla

alendronate

cxcr3

huntingtin

oncoprotein

hiv aids

transcriptional coactivator

eventrelated functional magnetic

1994
1980
1988
1992
1979
1980
2002
1981
1991
1994
1997
1986
1997
1998
1993
1988
1999
1987
1988
1990
1994
1983
1983
1991
1997
1993
1985
1986
1993
1998

667
662
662
660
659
659
658
658
658
658
657
656
655
655
654
653
652
651
650
649
649
647
646
646
646
646
646
645
645
642





imatinib mesylate
adenovirusmediated
capecitabine

proteome analysis
activated caspase3
caspasedependent
nanostructured

natural killer cells

katp channels

nanorods

computerized tomography
cox2 expression

cox2 protein

cdna microarray
urokinasetype plasminogen activator
interferon gamma
neuropeptide
apoptosisinducing

cyp3a

practice guidelines
statin therapy
synaptophysin
transcriptional profiling
comparative genomic hybridization
dna microarray analysis
standardized uptake
wholecell patchclamp

cdks

endothelial nitric oxide

gene targeting

2001
1988
1997
1996
1998
1997
1992
1977
1987
2000
1974
1993
1994
1996
1984
1982
1975
1992
1990
1988
1993
1985
1998
1992
1999
1992
1984
1992
1990
1987

642
641
641
640
639
639
639
636
635
635
634
633
633
632
632
631
630
628
627
626
626
626
626
625
625
625
625
624
624
624





suppression subtractive hybridization
mapk signaling

cyp2d6

endotheliumderived

hiv testing

synthase enos

assisted reproductive

cdna cloning

intron

dutp nickend

ccr’

neuroprotective effect
reverse transcriptase htert
living donor liver

p2x7

autocrine

carbon nanotube

peroxisome proliferatoractivated receptorgamma
sumoylation

interfering rna sirna
ketoconazole

microfluidic devices

erk?

nanostructure

valsartan

endoleak

tyrosine kinase inhibitors
coronary syndrome acs

flow cytometric

proteasome inhibitors

1996
1993
1989
1982
1987
1994
1989
1982
1978
1996
1996
1988
1998
1993
1996
1980
1994
1996
1999
2001
1978
1997
1991
1993
1993
1997
1988
1998
1977
1995

624
623
622
622
622
622
621
620
620
619
618
617
617
616
615
610
610
610
610
609
609
609
608
608
607
606
606
605
605
605





cdna microarrays
ifn

hepg2 cells

realtime quantitative reverse

innate immune responses
secondary outcomes

cdna microarray analysis
support vector machines
signal sequence

pcr primers

structural genomics

tlr9

transforming growth factor
luciferase reporter gene
proapoptotic protein
signal peptide

cdna clone

nfkappab activity
prolactin prl
retrospective case series
voxelbased morphometry
highthroughput screening
silico analysis

cd8

esbl

expression profiling
fluconazole

pkc activity

bmp signaling

quantitative pcr

1997
1980
1983
1999
1995
1991
1999
1998
1978
1988
1998
2000
1981
1987
1996
1978
1978
1996
1972
1990
1999
1990
1998
1979
1992
1993
1985
1983
1994
1989

604
604
603
603
600
600
599
599
598
596
596
596
596
594
594
593
592
592
592
592
591
590
590
589
588
588
588
588
587
586

[exclude in sensitivity analysis]





topotecan
human mesenchymal stem
caspase activity

erk signaling

realtime quantitative polymerase

aidsrelated

htlvi

mobility shift assay
ecori

proinflammatory cytokine
cannabinoid cbl

mabs

nfkappa

donepezil

growth factorbeta tgfbeta
tgfbeta

cyp2c9

aptamers

ringclosing metathesis
tnfalpha

abciximab

calcineurin inhibitors
gel shift

akt signaling

receptor gamma ppargamma
selective estrogen receptor
mapk pathways

secondary outcomes included
heme oxygenasel hol

ikappabalpha

1991
1997
1997
1995
1998
1983
1982
1986
1973
1988
1995
1981
1986
1997
1984
1983
1991
1992
1998
1985
1994
1994
1987
1997
1996
1995
1995
1995
1992
1995

585
584
583
583
583
582
582
582
580
580
579
579
579
577
577
577
576
575
575
575
573
572
571
568
568
567
566
566
565
565

[exclude in sensitivity analysis]





midazolam

realtime quantitative rtpcr

chromatin immunoprecipitation chip

efavirenz

microarray studies

nude mice

cjun nh2terminal kinase
tnfalpha production
antiphospholipid syndrome
deltapsim

map kinase

capillary electrophoresis
plasma leptin
proteintyrosine

socs3

pgiz

predicted amino acid
transcriptome analysis
offpump coronary artery
unfolded protein response
pulse oximetry

realtime pcr analysis
stably transfected

bmp?2

caspasel

vcaml

regenerative medicine
epirubicin

fusion proteins

patchclamp technique

1978
1998
2000
1997
2001
1971
1994
1987
1988
1996
1988
1984
1995
1985
1997
1976
1979
1999
1995
1993
1983
1999
1983
1989
1997
1989
2000
1984
1981
1980

565
565
564
564
563
563
562
562
561
561
561
560
560
560
560
558
558
558
557
557
556
556
555
554
554
554
553
552
552
552





timedependent density functional

apoptotic cell death
radiotherapy imrt

tcell receptor tcr
lightcycler

small interfering rnas

abc transporter

gddtpa

ofloxacin

plasmacytoid dendritic cells
bax expression
resynchronization therapy crt
necrosis factoralpha tnfalpha
cytokine expression
coupledcluster

inflammatory cytokine

kinase cdk

interfering rnas sirnas
transgenic mice

cd4d tcell

gammah2ax

primary efficacy

raloxifene

terahertz

realtime reverse transcription

syndrome aids
ppargamma agonist
ubiquitin ligases
immature dcs

atomic force microscopy

2001
1986
1998
1985
1997
2001
1991
1984
1983
2000
1994
2001
1985
1988
2001
1989
1993
2001
1982
1987
1998
1988
1993
1997
2000
1982
1998
1997
1998
1988

552
551
551
551
550
550
549
549
547
547
546
545
544
542
541
540
540
538
538
537
537
537
537
537
536
536
535
535
534
531

[exclude in sensitivity analysis]





t2weighted images
etanercept

hipaa

tolllike receptors tlrs
wnt betacatenin

length polymorphism rflp
nanocrystals

proteomes

smad3

visual acuity bcva

foxp3

coding region

pcr assays
interferonalpha

growth factor vegf
methylationspecific pcr
adaptor protein

dna microarray

fullerene

ionophore

enzyme immunoassay

laser capture microdissection
respiratory syndrome sars
abc transporters

abcbl

endocrine disrupting
life hrgol

trpvl
ubiquitinproteasome

genotoxicity

1983
1998
1995
1998
1997
1982
1991
1996
1996
1995
2001
1976
1989
1980
1987
1996
1989
1995
1991
1971
1972
1996
2002
1992
2001
1995
1989
2002
1994
1977

530
529
529
529
529
528
528
528
528
528
527
526
526
525
524
524
523
523
523
523
522
522
522
521
521
520
520
520
520
519





major histocompatibility complex 1972 519

receptormediated 1972 519
idiopathic arthritis jia 1999 518
diabetes mellitus t2dm 1999 517
growth factori igfi 1982 517
retinoids 1976 517
transgenic plants 1985 517
pegylated interferon 1999 516
tnfalpha levels 1988 516
emission tomography pet 1980 513
ill beta 1985 513
genomic dna 1975 512
pyrosequencing 1998 512
realtime reverse transcriptionpolymerase 1999 512
forkhead 1993 511
cdk?2 1991 510
cytokeratin 1979 510
hivnegative 1987 510
blot analyses 1981 509
cassette transporter 1993 509
ccl5 2000 509
imatinib 2001 509
serum adiponectin 2002 509
upregulation 1979 5009
cdkn2a 1995 507
simvastatin 1987 507
indinavir 1995 506
sdspage 1972 506
troglitazone 1994 506

serum leptin 1996 505





photonic crystals
tunelpositive

nuclear antigen pcna
real time rtpcr
instent restenosis
tolllike receptors
microfluidic device
orexin

tissue doppler
colocalized

mesoporous silica
helicobacter
microarray gene expression
quantum dots
oligonucleotide microarrays
peroxiredoxin

ionic liquids

cd4cd8

costeffective
electroporation

5htla receptor

cdna

progenitor cells epcs
brain injury tbi
pravastatin

short interfering rna
bioinformatic analysis
mutation status
patchclamp

single nucleotide polymorphism

1999
1994
1983
1998
1992
1998
1997
1998
1995
1980
1995
1989
2000
1992
1997
1995
1995
1984
1973
1982
1984
1973
1999
1987
1987
2001
1997
1994
1980
1991

504
504
503
503
502
502
501
501
501
500
499
497
497
497
496
496
495
494
494
494
493
492
492
491
491
491
490
490
490
489





tunel method

vitronectin

viral loads
neuroinflammation
gammasecretase

human embryonic stem
anandamide

cypla?

gabaa

reporter assays

blot analysis revealed
northern blot

genotoxic

nifedipine
nmethyldaspartate nmda
carotid intimamedia thickness
pi3k pathway

tolllike receptor tlr

cell receptor tcr

homeobox

myocardial infarction stemi
opcab

voriconazole

ghrelin levels

gstml

pkc activation

silver nanoparticles
videoassisted thoracoscopic
cytokine gene

mantle cell lymphoma

1994
1983
1990
1995
1994
1996
1992
1989
1982
1992
1982
1980
1975
1972
1979
1991
1998
1999
1983
1985
2000
1999
1996
2001
1992
1985
2000
1992
1988
1992

489
489
488
487
486
485
484
482
481
481
480
480
479
479
479
478
478
478
477
477
477
476
476
475
475
475
475
475
473
473





sirnas

molecular cloning
monoclonal antibody
chlamydophila

flow cytometric analysis
jak stat

nick end labeling
evidencebased guidelines
factoralpha
clinicaltrialsgov

protein tyrosine kinase
simian immunodeficiency virus
receptor family

short hairpin rna

sox9

fasmediated apoptosis
diseasefree survival
hmlhl

igfii

cxcl8

nanotube

survivin expression
ritonavir

transgenic

antisense oligonucleotide
hiv transmission

nos activity

quantum dots qgds
singlenucleotide polymorphism

azithromycin

2001
1975
1971
1999
1977
1994
1994
1992
1984
2000
1984
1986
1986
2002
1994
1993
1974
1994
1980
2001
1994
1998
1995
1982
1987
1986
1991
2001
1997
1987

473
472
472
471
470
470
470
469
469
468
468
467
466
466
466
465
464
461
461
460
460
460
459
459
458
458
457
457
457
456





chk2

phosphorylated akt
t2weighted

adiponectin levels
amyloidbeta abeta
coronary syndromes acs
dilated cardiomyopathy
pcrrflp

cerbb2

comorbidities

cxc chemokine

quantitative polymerase chain

sodium dodecyl sulfatepolyacrylamide

cyclindependent kinases
nanomaterials

transition pore

respiratory syndrome coronavirus

fmlp

gabaergic

genomewide analysis
systems biology

vegfc

cells transfected
gproteincoupled receptors
tamoxifen

vegf receptor

of fpump

pgclalpha

intimamedia thickness imt

bfgf

1998
1998
1983
2000
1998
1996
1978
1988
1985
1987
1993
1989
1970
1991
1994
1992
2003
1977
1972
1997
1993
1996
1980
1988
1973
1992
1995
2002
1991
1985

456
456
456
455
455
455
455
455
454
453
453
453
453
452
452
452
451
450
450
450
450
450
449
449
449
449
448
446
445
444





percutaneous coronary intervention
shift assays

nod2

proteasome inhibition
transcriptional activator
endocannabinoids

partner violence ipv
tyrosine kinase activity
microarray expression
protein kinase ampk
transient transfection
nelfinavir
deoxynucleotidyl transferasemediated dutp
homair

hmgb1l

mapk kinase

affymetrix

red fluorescent protein
ubiquitylation

ecadherin

rassfla

electrochemical detection
tenofovir

transcranial doppler

cftr

erk activation

diabetes tld

apoptotic pathway

calcium channel blockers

expression vectors

1991
1987
2001
1996
1982
1998
1998
1982
2000
1992
1983
1996
1995
1998
2001
1993
1995
2000
1996
1986
2000
1974
1999
1982
1990
1992
2000
1992
1978
1981

443
443
442
442
442
441
441
441
440
440
440
439
438
438
437
437
436
436
436
435
433
432
432
432
431
431
430
429
429
429





kilobases

realtime reverse transcriptase
retroviral

treatment panel 1iii
risperidone

major adverse cardiac
autism spectrum disorder
ckit

force spectroscopy
retrovirus

akt activation
electrospray

ligand rankl

thet

clinical governance
intercellular adhesion molecule
amikacin

cochrane library

fmri data

glycation

phosphoakt

rankl

doxorubicin

overexpress

death receptor

grtpcr

functional mri
videoassisted

two snps

retroviruses

1974
2000
1977
2001
1988
1993
1996
1986
1998
1976
1995
1985
1997
2000
1998
1986
1974
1997
1993
1984
2000
1997
1972
1985
1996
1995
1990
1988
1999
1976

428
428
428
428
427
426
425
425
425
425
424
424
423
423
422
422
421
421
421
421
421
421
420
420
419
419
418
418
417
416

[exclude in sensitivity analysis]

[exclude in sensitivity analysis]





okadaic acid

quantitative realtime reverse
5flanking region

kinase akt

osteopontin

pegylated

fragment length polymorphism
proteomics approach

small interference rna
twohybrid system

genbank

intimate partner violence
microarray results

virus hbv

insulin resistance homair
signalling pathway
neuroprotection

quantum information
opioid receptor
bacteroidetes

dcsign

i12 production

cell nuclear transfer

cpg island

complex regional pain
eventfree survival
telithromycin

abcg2

cytokeratins

dxa

1982
2000
1980
1997
1986
1990
1980
1999
2002
1991
1984
1995
2000
1975
2000
1986
1987
2000
1978
2001
2000
1980
1998
1987
1995
1983
1999
2000
1979
1990

414
414
413
413
413
413
412
412
412
412
411
411
411
411
410
410
409
409
408
407
407
407
406
406
405
405
405
404
404
404





interquartile range iqgr
proteasome inhibitor
transforming growth factorbetal
fluoroquinolones

realtime reverse transcriptasepolymerase
antiapoptotic bcl?2

pdgf

receptor tyrosine kinase
rnaimediated

computed tomography mdct

gene knockout

jak2

polymorphism sscp

wnt signaling pathway
genetically engineered
microarraybased

chromatin immunoprecipitation assay
bcell lymphoma dlbcl

glycated

bortezomib

comparative genomic

liver disease nafld

valproate

cytosolic

dna damage response

knockin

computed tomography spect
extracellular domain

northern blotting

pi3k inhibitor

1991
1992
1989
1985
1999
1994
1978
1984
2001
2001
1991
1991
1991
1995
1981
1996
1998
1998
1983
2002
1992
1998
1974
1970
1992
1991
1981
1982
1981
1995

404
404
404
403
403
402
402
401
401
400
400
400
400
400
399
399
398
397
397
396
396
395
394
393
393
393
392
392
392
392





tldm

confocal laser

gnrh

upregulate

cells overexpressing
highsensitivity creactive protein
hiv patients

matrix metalloproteinase

necrosis factor tnf

nevirapine

neuropeptides

signaling pathway

her2 neu

dft study

lopinavir

stent implantation

clopidogrel

hypocretin

monocyte chemoattractant proteinl
receptor tyrosine kinases
voxelbased

calatpase

gfap

singlenucleotide polymorphism snp
alternatively spliced

artery disease cad

positron emission tomography
transcriptomic

affymetrix genechip

hypertensive rats shr

1998
1988
1972
1984
1986
1999
1987
1987
1979
1991
1974
1984
1987
2000
2000
1987
1991
1998
1989
1987
1992
1974
1978
1998
1982
1975
1977
2000
1999
1972

392
391
391
391
390
390
390
390
390
390
389
389
388
387
387
387
386
386
386
386
386
385
385
385
384
384
384
383
382
382





receptors gpcrs
ubiquitinproteasome system
gamma interferon
graphene

upregulated

rna interferencemediated
tensionfree vaginal tape
tyrosine kinase

inframe

microalbuminuria

nested casecontrol

smads

tumour suppressor

carbon nanotubes
canonical wnt signaling

cfos expression

microarray analysis revealed

restriction fragment
alternative splicing
antiapoptotic proteins
salmonella enterica serovar
illbeta

norovirus

opensource

target lesion revascularization

endothelial progenitor cells

conformation polymorphism
expression system

interassay

phosphoinositide 3kinase pi3k

1990
1995
1980
1995
1981
2002
1998
1982
1981
1981
1986
1996
1986
1992
2001
1983
2000
1975
1980
1995
1991
1987
2002
1999
1996
1996
1990
1980
1974
1995

382
382
381
381
381
379
379
379
378
378
378
378
377
376
375
375
374
374
372
372
372
371
371
371
371
370
369
368
368
368





amplatzer

clinicaltrialsgov identifier

genechip
nfkappab binding
bioremediation
cos’/ cells
immunoaffinity

ndyag laser

nucleotide polymorphisms snp

transmembrane domains
endocannabinoid

muopioid

transgenes

three snps

akt pathway

histone deacetylases hdacs
lasik

hepcidin

matrix metalloproteinases
photodynamic therapy pdt
cdna encoding

end labeling tunel
functional neuroimaging
balloon angioplasty

cell subsets

lhrh

mtt assay

artificial chromosome
factor beta tgfbeta

immunodeficiency virus

1997
2005
1998
1996
1988
1983
1974
1977
1999
1983
1997
1982
1985
1999
1997
1998
1995
2001
1987
1984
1979
1994
1990
1980
1973
1970
1985
1986
1985
1986

367
367
367
367
366
366
366
366
366
366
365
364
364
363
362
362
362
361
361
361
360
360
359
358
358
358
358
357
357
357





interleukinlbeta illbeta
hepatocyte growth factor
ccrb

mdct

promoter activity
rosuvastatin

runxl

nonhodgkin lymphoma

receptor potential vanilloid

extracellular signalregulated kinase

liver disease meld

mapk

western blot analyses

wnt

hyperintense

signaling cascade

calcium channel

adipokines

performance status
immunophenotype

improved significantly

orthologue

immunophenotypic

noroviruses

phosphatidylinositol 3kinase pi3k
realtime reverse transcriptionpcr
reporter assay

euroscore

inversion centre

intimamedia thickness

1988
1984
1990
1992
1979
2001
2000
1972
2002
1990
2001
1990
1983
1989
1984
1988
1974
2002
1975
1982
1974
1988
1982
2002
1991
1999
1991
1999
2000
1991

357
356
355
355
354
353
353
351
351
350
350
350
350
350
348
348
347
346
346
345
345
345
344
344
344
344
344
343
343
342

[exclude in sensitivity analysis]

[exclude in sensitivity analysis]





realtime rtpcr analysis
tlymphocytes

tyrosine phosphorylation
catheter ablation

factor receptor egfr

psa levels

cxcl9

zoledronic acid

aripiprazole

capsule endoscopy

metabolic syndrome mets

npy

stem cells nscs

cd4 counts

hiv risk

nanog

transcript levels

kinesin

transcriptomes

anaplasma phagocytophilum
matrix metalloproteinases mmps
tlweighted
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